RAW SEQUENCE LISTING 

ERROR REPORT jjp 



BIOTECHNOLOGY ^ 
SYSTEMS 
BRANCH 




The Biotechnology Systems Branch of the Scientific and Technical Information Center 
(STIC) detected errors when processing the following CRF diskette: 



Application Serial Number: 
Art Unit / Team No. : 
Date Processed by STIC: 



THE ATTACHED PRINTOUT EXPLAINS THE ERRORS DETECTED. 

PLEASE BE SURE TO FORWARD THIS INFORMATION TO THE APPLICANTS 
BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT 
COMMUNICATION TO THE APPLICANTS ALONG WITH A NOTICE TO 
COMPLY or, 

2) CALLING APPLICANTS AND FAXING THEM A COPY OF THE PRINTOUT 
WITH A NOTICE TO COMPLY 

THIS WILL INSURE THAT THE NEXT SUBMISSION RECEIVED FROM THEM 
WILL BE ERROR FREE. 

IF YOU HAVE ANY FURTHER QUESTIONS, PLEASE CALL: 
ARTI SHAH 703-308-4212 



Raw Sequence Listing Error Summary 



. ail til fir 



ERROR DETECTED SUGGESTED CORRECTION 



SERIAL NUMBER: 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH -ALPHA" HEADERS, WHICH WERE INSERTED BY PTC SOFTWARE 



Wrapped Nucleics 



Wrapped Aminos 



The number/text at the end of each line "wrapped" down to the next line. 
This may occur If your fiie was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent trapping". 



The amino add number/text at the end of each line "wrapped " down to the 
This may occur If your file was retrieved In a word processor after creating II 
Please adjust your right margin to .3, as this will prevent "wrapping". 



Incorrect Line Length 



The rules require that a line not exceed 72 characters in length. This includes spaces. 
All text must be visible on page. 



4 Vi Misaligned Amino Add 
Numbering 



The numbering under each 5th amino add is misaligned. This may be caused by the use of tabs 
between the numbering. It is recommended to delete any tabs and uses spadng between the numbers. 



Non-ASCII 



This file was not saved In ASCII (DOS) text, as required by the Sequence Rules. 

Please ensure your subsequent submission Is saved in ASCII text so that it can be processed. 



6 Variable Length 



Sequence(s) contain n's or Xaa*s which represented more than one residue. 

As per the mles. each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) features section that some may be missing. 



Wrong Designation 



Sequence(s) contain amino add or nudeic add designators which are not standard 

representations as per the Sequence Rules (Please refer to paragraph 1.822) 



8 Skipped Sequences 

(OLD RULES) 



Sequence(s) , 



, missing. If intentional, please use the following format for each skipped sequence: 



(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS:(Do not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xl) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence Is Intentionally skipped 



Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequence(s). 



9 Skipped Sequences 

(NEW RULES) 



Sequence(s) missing. If intentional, please use the following format for each skipped sequence. 

<210> sequence Id number 
<400> sequence id number 
000 



10 Use of n*s or Xaa*s 

(NEW RULES) 



Use of n's and/or Xaa*s have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY If n's or Xaa's are present 

In <220> to <223> section, please explain location of n or Xaa. and which residue n or Xaa represents. 



11 Use of <213>Organism 

(NEW RULES) 



Sequence(s) , 



, are missing this mandatory field or its response. 



12 Use of <220>Feature 

(NEW RULES) 



Sequence(s) are missing the <220> Feature and assodated headings. 

Use of <220> to <223> is MANDATORY if <213>ORGANISM is "Artifidal" or "Unknown" 
Please explain source of genetic material In <220> to <223> section. 
(See "Federal Register," 6/01/98, Vol. 63. No. 104. pp. 29631-32) 
(Sec. 1 .823 of new Sequence Rules) 



13 Patentin ver. 2.0 "bug" 



Please do not use "Copy to Disk" function of Patentin version 2.0. This causes a conupted 

file, resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 

Instead, please use "File Manager" or any other means to copy file to floppy disk. 



1642 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506A 



DATE: 03/29/1999 
TIME: 08:48:08 



INPUT SET: S3122S.mw 



1 




2 




3 


(1) 


4 


(i) 


5 


(ii) 


6 


(iii) 


7 


(iv) 


8 


(A) 


9 


(B) 


10 


(C) 


11 


(D) 


12 


(E) 


13 


(F) 


14 


(V) 


15 


(A) 


16 


(B) 


17 


(C 


18 


(D) 


19 


(Vi) 


20 


(A) 


21 


(B) 


22 


(C) 


23 


(vii) 


24 


(A) 


25 


(B) 


26 


(viii 


27 


(A) 


28 


(B) 


29 


(C) 


30 


(ix) 


31 


(A) 


32 


(B) 


33 




34 





This Raw Listing contains the General 
Information Section and those Sequences 
containing ERRORS. 




SEQUENCE LISTING 



General Information: 

APPLICANT: ROBERT WEBBER 
TITLE OF INVENTION: IMMUNOASSAY METHOD EMPLOYING MONOCLONAL 

NUMBER OF SEQUENCES: 126 

CORRESPONDENCE ADDRESS : 
ADDRESSEE: BIELEN, PETERSON & LAMPE 
STREET: 1990 N. CALIFORNIA BOULEVARD, SUITE 720 
CITY: WALNUT CREEK ^ 
STATE: CALIFORNIA ^OSS IVot 

COUNTRY: UNITED STATES OF AMERICA 
ZIP: 94596 

COMPUTER READABLE FORM: 
MEDIUM TYPE: DISKETTE 3.5 INCH, 1.44 MB FOR FORMATTED 
COMPUTER: IBM PC COMPATIBLE 
) OPERATING SYSTEM: DOS 
SOFTWARE: WORDPERFECT 5.1 

CURRENT APPLICATION DATA: 
APPLICATION NUMBER: NONE 
FILING DATE: NONE 
CLASSIFICATION: 

PRIOR APPLICATION DATA: 
APPLICATION NUMBER: 08/634,332 
FILING DATE: 12 APRIL 1996 
) ATTORNEY/AGENT INFORMATION: 
NAME: THEODORE J. BIELEN, JR. 
REGISTRATION NUMBER: 27,420 
REFERENCE/ DOCKET NUMBER: 12280 

TELECOMMUNICATION INFORMATION: 

TELEPHONE: (925) 937-1515 

TELEFAX: (925) 937-1529 



jut 



ANTIBODY REACT ^ 



ERRORED SEQUENCES FOLLOW: 



35 (2) INFORMATION FOR SEQ ID NO: 

36 (i) SEQUENCE CHARACTERISTICS: 
~> 37 (A) LENGTH: 18 

38 (B) TYPE: AMINO ACID 

3 9 (D) TOPOLOGY: LINEAR 



PAGE: 2 



-> 



40 
41 
42 
43 
44 
45 
46 
47 
48 
49 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (25-42) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 



DATE: 03/29/1999 
TIME: 08:48:09 



INPUT SET: S31225.mw 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 




AsnAsnAsnValGluLysAlaProCysAlaThrSerSer 

510 

ProValThrGlnAsp 

15 



— > 



-> 
-> 



56 
57 
58 
59 
60 
61 
62 
63 
64 
65 
66 
67 
68 
69 
70 
71 
72 
73 
74 



(2) INFORMATION FOR SEQ ID NO: 2: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: MOUSE iNOS (25-42) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 2: 



AsnAsnAsnValLysLysThrProCysAlaValLeuSer 

510 

ProThrlleGlnAsp 

15 





75 (2) INFORMATION FOR SEQ ID NO: 3: 

76 (i) SEQUENCE CHARACTERISTICS: 
— > 77 (A) length: 18 

78 (B) TYPE: AMINO ACID 

79 (D) TOPOLOGY: LINEAR 

80 (ii) MOLECULE TYPE: PEPTIDE 

81 (ix) FEATURE: 

82 (A) NAME/KEY: RAT iNOS (25-42) 

83 (B) LOCATION: 

84 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

85 (D) OTHER INFORMATION: 

86 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3: 
87 

— > 88 AsnAsnAsnValGluLysThrProGlyAlalleProSer 

89 510 

— > 90 ProThrThrGlnAsp 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, S06A 



DATE: 03/29/1999 
TIME: 08:48:09 



INPUT SET: S3122S.mw 





Q1 


1 

X 3 










Q 






y% 


(2) INFORMATION FOR SEQ ID NO: 4: 




qe; 
y D 


(i) SEQUENCE CHARACTERISTICS: 


~ ~ ^ 


70 


(A) LENGTH: 18 






(B) TYPE: AMINO ACID 






(D) TOPOLOGY: LINEAR 




Q Q 


(ii) MOLECULE TYPE: PEPTIDE 




1 u u 


(ix) FEATURE: a ^ yyJU 




101 


(A) NAME/KEY: HUMAN iNOS (37-54) /]^^\r^ 




lUZ 


(B) LOCATION: / 






103 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






104 


(D) OTHER INFORMATION: 








(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 4: 






10b 






> 


107 


SerProValThrGlnAspAspLeuGlnTyrHisAsnLeu 






1 A O 

lOo 


CIA 

310 




— — > 


109 


SerLysGlnGlnAsn 






1 1 A 

110 


15 






111 








1 iz 








113 


( 2 ) INFORMATION FOR SEQ ID NO : 5 : 






114 


(1) SEQUENCE CHARACTERISTICS: 




> 


lie 

115 


(A) length: 18 






116 


(B) TYPE: AMINO ACID 






117 

XX/ 


(D) TOPOLOGY: LINEAR 






1 1 o 

118 


(ii) MOLECULE TYPE: PEPTIDE 






1 1 Q 
X X 7 


(ix) FEATURE: 






1 O A 

120 


(A) NAME/KEY: HUMAN iNOS (781-798) 








(B) LOCATION: 






122 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






123 


(D) OTHER INFORMATION: 






X Z 4 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 5: 






X Z D 






~~ ^ 




ProAlaLeuValGlnGlylleLeuGluArgValValAsp 






TOT 
X Z / 


510 




~ — ^ 


1 oo 
XZcS 


GlyProThrProHis 






X Z 7 


15 






ion 
X jU 








X J X 








132 


(2) INFORMATION FOR SEQ ID NO: 6: 






133 


(i) SEQUENCE CHARACTERISTICS: 




— > 


134 


(A) LENGTH: 17 






135 


(B) TYPE: AMINO ACID 






136 


(D) TOPOLOGY: LINEAR 


/ 




137 


(ii) MOLECULE TYPE: PEPTIDE ( ^ 






138 


(ix) FEATURE: ^ 




139 


(A) NAME/KEY: MOUSE iNOS (776-792) 




140 


(B) LOCATION: 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506A 



DATE: 03/29/1999 
TIME: 08:48:09 



INPUT SET: S3122S.mw 





141 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 




142 


(D) OTHER INFORMATION: 




143 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 6: 




144 




— — > 


145 


XaaAlaLeuValGlnGlylleLeuGluArgValValAsp /U/^^^^ 




1 A £ 

14o 


510 ^ 




— — > 


147 


Cy sPr oThr Pr oHi s 






148 


15 






149 








150 








151 








152 


( 2 ) INFORMATION FOR SEQ ID NO : 7 : 






153 


( 1 ) SEQUENCE CHARACTERISTICS ; 




— > 


1S4 


(A) LENGTH: 15 






155 


(B) TYPE: AMINO ACID 






1 3D 


(D) TOPOLOGY: LINEAR 






157 


(ii) MOLECULE TYPE: PEPTIDE 






ICO 

15o 


(ix) FEATURE: 






159 


(A) NAME/KEY: RAT iNOS (780-794) 






160 


(B) LOCATION: 






161 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






162 


(D) OTHER INFORMATION: 






163 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 7: 






164 






— > 


165 


XaaXaaLeuValGlnGlylleLeuGluArgValValAsp 






166 


510 




— > 


167 


CysSerSerProXaa 






168 


15 






169 








170 








171 


(2) INFORMATION FOR SEQ ID NO: 8: 






172 


(i) SEQUENCE CHARACTERISTICS: 




— — > 


173 


(A) LENGTH: 18 






174 


(B) TYPE: AMINO ACID 






1 ID 


(D) TOPOLOGY: LINEAR 






176 


(ii) MOLECULE TYPE: PEPTIDE 






ITT 

L 1 I 


(ix) FEATURE: 






178 


(A) NAME/KEY: HUMAN iNOS (985-1002) 


J 




179 


(B) LOCATION: — 






180 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 




181 


(D) OTHER INFORMATION: 




1 oz 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 8: 




183 




— > 


184 


GlylleValProPheArgSerPheTrpGlnGlnArgLeu 




185 


510 


— > 


186 


HisAspSerGlnHis 




187 


15 




188 






189 






190 


(2) INFORMATION FOR SEQ ID NO: 9: 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506A 



DATE: 03/29/1999 
TIME: 08:48:10 



INPUT SET: S3122S.mw 





1 <3 1 
X 7 J. 


(i) SEQUENCE CHARACTERISTICS: 


— — > 


1 Q 7 

X 7 ^ 


(A) LENGTH: 18 






(B) TYPE: AMINO ACID 




1 QA 


(D) TOPOLOGY: LINEAR 




195 


(ii) MOLECULE TYPE: PEPTIDE 






(ix) FEATURE: A/h^ 




197 


(A) NAME/KEY: MOUSE iNOS (978-995) ../Cy^ 




1 QA 


( o } LULAixun: 






X " 3 


(U; IUeiM 1 Ir J.UA1 lUJN MCiinUi/* AMJ.nU AL.li; ArlALiYoxb 






200 


(U; UirlCiK J.rJf UKMAi : 






201 


(XI; oi:iyui*iriL.ci UcioC^kifi J.uri : bby lu nu: ?: 






z u z 








Z U J 








O 


GlyllGAlaProPAeArgSerPneTrpGlnGlnArQLGU 






o n «^ 

Z U 3 


3 XU 




~ ^ 


?n £ 
zUo 


HisAspSorGlnHis 






o m 


15 






O A fi 








o n Q 








O 1 


(2) INFORMATION FOR SEQ ID NO: 10: 






oil 
Z 1 1 


(i) SEQUENCE CHARACTERISTICS: 




— — ^ 


o 1 ^ 
zxz 


(A) LENGTH: 18 






ZIJ 


(d) type: amino acid 






014 
Z X 4 


\iJ) lUPULULiX: LlNCiAK 






0 1 R 

^ X 3 


/ T i \ \AC\T tPr'Ttr T? TVDl? • tS'PTS'T'T'm? 

( XX J MUij£(UUL£« IxirJCi: FiHtFiXUCi 






z lb 


/ -i V \ OTP A rpT TDC* • 

(IX; rriAXUKci: 






o 1 n 
zx / 


(A; NAMfi/Kl*iY: KAx xNOo (rttz-yyo) 






218 


(£3) LUuAllUN: 






219 


(C) IDhN ri£ ICATION METHOD: AMINO AOXD ANALYSIS 






O Oft 

z z u 


t X\\ rtrPU'C'D TMPrtOU ArPTrtM • 






001 
Z Z X 


(Xx; oCtUUCiNL'E DxLoCKxr' X XUN t oCi^ XU NU : xUt 






000 
z z z 






_ _ 
~ ~ 


O O Q 
ZZ J 


oxyxxeAxairroirneArQoBrirnei rpuxnuxnAiT^ 




_ ^ 


ZZ4 


^Aa««C9A^^^1 MTV'S a 

U X S A Spo6 r (a Xlui X S 






0 0^ 
z z o 


X 9 






ooc 

Z Z D 








007 
Z Z / 








00ft 
z z o 


(2) INFORMATION FOR SEQ ID NO: 11: 






0 0 Q 
Z Z 7 


(i) SEQUENCE CHARACTERISTICS: 




_ _ 
~ ~ 


Z JU 


(A) LENGTH: 18 






0^1 

z o X 


(B) TYPE: AMINO ACID 






232 


(D) TOPOLOGY: LINEAR 






233 


(ii) MOLECULE TYPE: PEPTIDE 






234 


(ix) FEATURE: 






235 


(A) NAME/KEY: HUMAN nNOS (1256-1273) 






236 


(B) LOCATION: 






237 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






238 


(D) OTHER INFORMATION: 






239 


(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 11: I 


J 




240 






— > 


241 


GlylleAlaProPheArgSerPheTrpGlnGlnArgGln 
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— > 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506A 



DATE: 03/29/1999 
TIME: 08:48:10 



242 
243 

244 
245 
246 



510 

PheAspIleGlnHis 

15 



INPUT SET: S3122S.raw 



— > 



-> 
-> 



247 
248 
249 

250 
251 
252 
253 
254 
255 
256 
257 
258 
259 
260 
261 
262 
263 
264 
265 



(2) INFORMATION FOR SEQ ID NO: 12: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN eNOS (1017-1031) 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 

GlylleAlaProPheArgGlyPheTrpGlnGluArgLeu 

510 

Hi s AspXa aXa aXa a 

15 



— > 



-> 



266 
267 
268 
269 
270 
271 
272 
273 
274 
275 
276 
277 
278 
279 
280 
281 
282 
283 
284 



(2) INFORMATION FOR SEQ ID NO: 
(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 15 

TYPE: AMINO ACID 
TOPOLOGY: LINEAR 

TYPE: PEPTIDE 



13; 



(B) 
(D) 
(ii) 
(ix) 
(A) 
(B) 
(C) 
(D) 

(Xi) 



BOVINE eNOS (1019-1033) 



MOLECULE 
FEATURE : 
NAME/KEY 
LOCATION: 

IDENTIFICATION METHOD: 
OTHER INFORMATION: 
SEQUENCE DESCRIPTION: 



AMINO ACID ANALYSIS 



SEQ ID NO: 13: 



GlylleAlaProPheArgGlyPheTrpGlnGluArgLeu 

510 

H i s A spX a aXa aXa a 

15 



285 (2) INFORMATION FOR SEQ ID NO: 

286 (i) SEQUENCE CHARACTERISTICS: 
— > 287 (A) LENGTH: 18 

288 (B) TYPE: AMINO ACID 

289 (D) TOPOLOGY: LINEAR 

2 90 (ii) MOLECULE TYPE: PEPTIDE 

2 91 (ix) FEATURE: 



14; 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506A 



DATE: 03/29/1999 
TIME: 08:48:10 



INPUT SET: S3 1225. raw 





9 Q9 
Z 7 Z 


(A) NAME/KEY: HUMAN iNOS (1009-1026) 




0 Q T 

Z 7 J 


(B) LOCATION: 




294 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 




295 


(D) OTHER INFORMATION: ^ ^ 




Z 7 D 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: /iJlA^r^ 




4b 7 / 










Ajr^MGXinrijeuVaXifnGvvxyv^ysArgArgrf oAspw 






9 QQ 
Z 7 7 


c 1 ft 

3 1 U 




"Si 


JUU 


AspHislXeTyrGln 






J U X 


Id 






T o 
J u z 








Q ft T 
J U J 








Q ft >l 


(2) INFORMATION FOR SEQ ID NO: 15: 






Q ft 








^ A£ 

JUo 


( A ) LENGTH 2 18 






OAT 
JO / 


(B) TYPE: AMINO ACID 






J 1/ o 


(D) TOPOLOGY: LINEAR 






O A O 
JO 7 


(ii) MOLECULE TYPE: PEPTIDE 






Tin 
J ± u 


( IX ) FEATURE : 






Oil 
J 1 1 


(A) NAM£i/Kc<x: KAT INOS (lUUb-lUzo) 






J XZ 


( B ) LOCATION; 






313 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSXS 






314 


( D ) OTHER INFORMATION : 






Q 1 R 


(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 15: 






Jib 






— — ^ 


JX7 


ArgMe'cThrLeuValPheGlyCysArgHisProGluGlu 






Q 1 o 

J 1 o 


CIA 

510 






9 1 a 
J19 


AspHisLeuTyrGln 






Q O ft 

J z U 


15 






J z 1 








*5 O 

J zz 








o o o 
J z J 


(2) INFORMATION FOR SEQ ID NO: 16: 






J Z4 


(i) SEQUENCE CHARACTERISTICS: 




— — ^ 


^ 9 c 


(A) LENGTH: 18 






^ O C 
J Z D 


(B) TYPE: AMINO ACID 






•J 4t f 


(D) TOPOLOGY: LINEAR 






Q O ft 

J ^ o 


(ii) MOLECULE TYPE: PEPTIDE 






32 9 


(ix) FEATURE: 






Q 0 ft 


(A) NAME/KEY: MOUSE iNOS (1002-1019) 






J J 1 


(B) LOCATION: 






o o o 
J JZ 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






333 


(D) OTHER INFORMATION: 






334 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 16: 


y 




335 






> 


336 


ArgMetSerLeuValPheGlyCysArgHisProGluGlu t 






337 


510 


> 


338 


AspHisLeuTyrGln 




339 


15 




340 






341 





342 



(2) INFORMATION FOR SEQ ID NO: 17: 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506A 



DATE: 03/29/1999 
TIME: 08:48:11 



INPUT SET: S3122S.raw 





•J 4 o 
















J 4 3 








346 


iX^\ TOPOLOGY! LINEAR 


/ 




J ^ / 


/II \ MOT PPTir 1? TVPP • DPDTTTiT? 






348 


^ix^ FEATURE* 








niira£t/ xvCi X • nnri^o [z~*±o, i^ysxf j 






350 


(B) LOCATION: HUMAN nNOS: AMINO TERMINAL 








351 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








•J ^ ^ 










J w J 


/vi ^ cJTPnilPNPI? nT?<IPRTPTTnM • CJPO TTi MO* 17* 
\ ax ) <9 Hi ^ u u n d i^CiO^xxxir 1 Xwn • oci^ xi^ nw • x / • 








R A 








_ _ 


Q C IS 


Pi ii&ot\YY4 aWA+DKar*1 1 Pi nr*l nT 1 aI^I nD^A&en 

uXuAspxixaMexirnev»xy vaxiaxnkvxnx xevvXiix'xOASii 








'3 R 

J 3 0 


R 1 n 

3 X V 






_ _ *^ 


/ 


Vaxxxev.*ys 








^ C ft 

O 3 O 










') c; Q 
J 3 7 










^ C A 
J O U 


/ O \ TMT?/^Dkjf A TT/^M I? AO CPA TT\ XTA • 1 ft • 

\^) xncUrkai xusi c UK ociy ±u NU : xo: 








J D J. 


(X) oCtyUJCirluJei L.rlAKAL. I ciaXo 1 xuo : 






__ »v 
I"' 




/&\ TIPMPTIT* OA 
\n ) Xitunolll • Z4 










( c ; I xFl*i : AMINO AL.xU 








•J u ^ 


(Ti\ TOPOLOGY* LTNFAR 








Q C R 
J D 3 


/ T 1 \ MAT 1?AI1T 1? tlVtSI? • "D'CnrnT'nT? 








•J D D 










J D / 


(AJ riAMCi/KCiX : nnNUo [t-yS141U-X4ix-X4 J J J 








•5 C ft 

J bo 


/n\ TAARrpTAM* UTTIurKXT mXTAO a A A WT TlCDWXMUr 

(o; LULAilON: nUMAN nNOS: UAcvdOaxL xCiKMxNAL 








369 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








370 


(D) OTHER INFORMATION: 








J / ± 


/vi \ QPATtPMPT? nPQPPTDTTAM • CT?A TTi KTA • 1ft • 

(XX} oiL^ucinL'Cj jJCiocrcxir 1 xun : xu nu: xo: 








7 9 










J / J 


v«ysAxgi,i6uArgoex(*xuo6xx xeAxarnex xe^xuvvxu 








7 A 


3 XU 








J / 9 


oerxiysijysAspinrAspoxuvaxtrneoexoer 








7^^ 


X 3 Z U 








^ 7 7 
J / / 










^ 7ft 










7 <5 


/0\ TMPnPMftTT AM TTAP QT^A TT\ MA* 1Q» 








•J o u 


/ 1 \ C!T?ATTPMPP PHaP APTPPTCITTPC; • 








^ A 1 


\A/ XiEinuiii* zu 








T ft O 
J O Z 


\0} lYrtii AMxNU AK^XU 








383 


{T)\ TOPOLOGY* r.TMPAR 








1 fl y1 


(11) MULciCULct 1 X FCi : PCiPllDci 








385 


(ix) FEATURE: 








386 


(A) NAME/KEY: hiNOS [2-21, Ser2 ] 








387 


(B) LOCATION: HUMAN iNOS : AMINO TERMINAL 




J 




388 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








389 


(D) OTHER INFORMATION: 






390 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 19: 






391 






> 


392 


AlaSerProTrpLysPheLeuPheLysThrLysPheHis 






393 


510 





PAGE: 9 



— > 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506A 



DATE: 03/29/1999 
TIME: 08:48: 11 



INPUT SET: S3 1225. raw 



394 

395 
396 
397 



GlnTyrAlaMetAsnGlyGlu 

1520 



> 



-> 



398 
399 
400 
401 
402 
403 
404 
405 
406 
407 
408 
409 
410 
411 
412 
413 
414 
415 
416 
417 



(2) INFORMATION FOR SEQ ID NO: 20: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: hiNOS [Cysll36-1137-1153 ] 

(B) LOCATION: HUMAN iNOS: CARBOXYL TERMINAL 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 20: 



CysLysLysAspArgValAlaValGlnProSerSerLeu 

510 

GluMetSerAlaLeu 

15 



— > 



— > 



418 
419 
420 
421 
422 
423 
424 
425 
426 
427 
428 
429 
430 
431 
432 
433 
434 



(2) INFORMATION FOR SEQ ID NO: 21: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: heNOS [Cap-2-12, Cysl3] 

(B) LOCATION: HUMAN eNOS: AMINO TERMINAL WITH CAPROIC ACID ATTACHED 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 21: 

GlyAsnLeuLysSerValAlaGlnGluProGlyCys 

510 



4 35 (2) INFORMATION FOR SEQ ID NO: 22: 

4 36 (i) SEQUENCE CHARACTERISTICS: J 

~> 437 (A) LENGTH: 12 

4 38 (B) TYPE: AMINO ACID 

4 39 (D) TOPOLOGY: LINEAR 

440 (ii) MOLECULE TYPE: PEPTIDE 

441 (ix) FEATURE: 

442 (A) NAME/KEY: heNOS [2-12, Cysl3] 

44 3 (B) LOCATION: HUMAN eNOS: AMINO TERMINAL WITHOUT CAPROIC ACID ATTACHED 



PAGE: 10 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



DATE: 03/29/1999 
TIME: 08:48:12 



INPUT SET: S3122S.mw 





AAA 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 




A A R 
4 4 3 


(D) OTHER INFORMATION: 




A Afi 
4 4 O 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 22: ^ . 




A A 7 




"S, 

— — 


A A Q 








A A Q 

44 J 


«7 X U 






A R 
4 3 U 








A 1 
4 31 








A K 0 
4 3 Z 


TNPORMATTON FOR SEO TD NO* 23* 






J* s; Q 
4 3 J 


/ •! \ CPATTlTMr'T? r'UAO&r»Tl?DTCnPTr*C! • 
(x; o£«yU£jriUrt UilAKAC 1 CiKXd 1 XCo : 




— — > 


A CA 

494 








455 


/TJX TVDl? • aMTHrt Hr'TH 






4 3 0 


\ 1/ ; lUxrUijUux: LiXrIriAK 






457 


(ii) MOLECULE TYPE: PEPTIDE 






4 3 o 


(ix) FEATURE: 






ACQ 

459 


(A; nAMCi/ KCi X : xienUo [ L-ySl i O 1 — 1 X OZ — J. z U J J 






460 


/n\ TAOftTTOM* UrflurftM aMAC « OftOnAWT TT?DIUfTMaT 

(n) bUv^AlXUri: rlUHAn enUo : L'AnoUAxLi XCiKNXnALi 






461 


( ; xUrirl 1 Xr XUAi XUrl MJCilriUX': AMXJNU ACXU ArlAJ^xoXo 






462 


(U) Ulrlrii\ Xric UKMAl xurj : 






46 J 


/vi \ eT?Afft?MAT? TM?C!/^TDTDTTOM • C!1?A TT* MA • OQ» 

( Xx ; oci^uriJNuci uxii^L.KXr' i xuri : ociy xu nu : zj: 






464 






> 


ji £ e 

465 


cysGxUAr9Gxni<6UAr9GxuAxavaxFroirrpAxaFiie 






466 


D 1 U 




— — > 


A 

467 


AspFrorTouxyoGrAspTnrASiioerx'ro 






A £ O 

46o 


1 R o n 

1 3 ^ U 






A ^ a 

469 








470 








471 








*kl ^ 


(x) iDEiyUcinuct UrlAKAU i CiKXo i. XCo : 




— — > 


473 


(A) LENGTH: 18 






474 


(B) TYPE: AMINO ACID 






AT 

4/3 


(D) TOPOLOGY: LINEAR 






475 


(ii) MOLECULE TYPE: PEPTIDE 






All 


(ix) FEATURE: 






478 


(A) NAME/KEY: hiNOS [985-1002] 






47 9 


(B) LOCATION: 






480 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






481 


(D) OTHER INFORMATION: 






A ft O 

4oz 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24: 






A ft '5 
4 O O 








ADA 

4o4 


GlylleValProPheArgSerPheTrpGlnGlnArgLeu / 


/ 




Aft R 

fE O 3 


510 > 




— > 


486 


HisAspSerGlnHis 




487 


15 




488 






489 






490 


(2) INFORMATION FOR SEQ ID NO: 25: 




491 


(i) SEQUENCE CHARACTERISTICS: 


— > 


492 


(A) LENGTH: 18 




493 


(B) TYPE: AMINO ACID 



PAGE: 1 1 



-> 
-> 



494 
495 
496 
497 
498 
499 
500 
501 
502 
503 
504 
505 
506 
507 
508 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506A 



(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 

(ix) FEATURE: 

(A) NAME/KEY: hiNOS [985-1002] 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 25: 

GlylleValProPheArgSerPheTrpGlnGlnArgLeu 

510 

His AspSerGlnHis 

15 



DATE: 03/29/1999 
TIME: 08:48:12 



INPUT SET: S31225.raw 



— > 



-> 
-> 



509 
510 
511 
512 
513 
514 
515 
516 
517 
518 
519 
520 
521 
522 
523 
524 
525 
526 
527 



(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: hiNOS [37-54] 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26: 

SerProValThrGlnAspAspLeuGlnTyrHisAsnLeu 

510 

SerLysGlnGlnAsn 

15 



528 (2) INFORMATION FOR SEQ ID NO: 27: 

529 (i) SEQUENCE CHARACTERISTICS: 
— > 530 (A) LENGTH: 18 

5 31 (B) TYPE: AMINO ACID 

5 32 (D) TOPOLOGY: LINEAR 

533 (ii) MOLECULE TYPE: PEPTIDE 

5 34 (ix) FEATURE: 

535 (A) NAME/KEY: hiNOS [781-798] 
5 36 (B) LOCATION: 

537 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
5 38 (D) OTHER INFORMATION: 

539 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 27: 
540 

— > 541 ProAlaLeuValGlnGlylleLeuGluArgValValAsp 

542 510 
543 

— > 544 GlyProThrProHis 



u/ 



PAGE: 12 



545 
546 
547 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506A 



DATE: 03/29/1999 
TIME: 08:48:12 



INPUT SET: S31225,mw 



15 



— > 



-> 



548 
549 
550 

551 
552 
553 
554 
555 
556 
557 
558 
559 
560 

sex 

562 
563 

564 
565 
566 



(2) INFORMATION FOR SEQ ID NO: 28: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: hiNOS [25-42] 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 28: 

AsnAsnAsnValGluI.ysAlaProSerAlaThrSerSer 

510 

ProValThrGlnAsp 

15 



— > 



-> 
-> 



567 
568 
569 
570 
571 
572 
573 
574 
575 
576 
577 
578 
579 
580 
581 
582 
583 
584 
585 



(2) INFORMATION FOR SEQ ID NO: 29: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: hiNOS [37-54] 

(B) LOCATION: 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 29: 

SerProValThrGlnAspAspLeuGlnTyrHisAsnLeu 

510 

SerLysGlnGlnAsn 

15 



586 (2) INFORMATION FOR SEQ ID NO: 

587 (i) SEQUENCE CHARACTERISTICS: 
— > 588 (A) LENGTH: 18 

589 (B) TYPE: AMINO ACID 

5 90 (D) TOPOLOGY: LINEAR 

591 (ii) MOLECULE TYPE: PEPTIDE 

5 92 (ix) FEATURE: 

593 (A) NAME/KEY: hiNOS [781-798] 

5 94 (B) LOCATION: 



30: 



PAGE: 13 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



DATE: 03/29/1999 
TIME: 08:48:13 



INPUT SET: S31225.raw 



-> 
-> 



595 
596 
597 
598 
599 
600 
601 
602 
603 
604 



(C) IDENTIFICATION METHOD: 

(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: 



AMINO ACID ANALYSIS 



SEQ ID NO: 30; 



ProAlaLeuValGlnGlylleLeuGluArgValValAsp 

510 

GlyProThrProHis 

15 



605 




(2) INFORMATION FOR SEQ ID NO: 31: 


606 


(i) 


SEQUENCE CHARACTERISTICS: 


607 


(A) 


LENGTH: 18 


608 


(B) 


TYPE: AMINO ACID 


609 


(D) 


TOPOLOGY: LINEAR 


610 


(ii) 


MOLECULE TYPE: PEPTIDE 


611 


(ix) 


FEATURE : 


612 


(A) 


NAME/KEY: hiNOS [1009-1026] 


613 


(B) 


LOCATION: 


614 


(C) 


IDENTIFICATION METHOD: AMINO ACID ANALYSIS 


615 


(D) 


OTHER INFORMATION: 


616 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 31: 


617 






618 






619 


ArgMetThrLeuValPheGlySerArgArgProAspGlu 


620 


510 




621 


AspHisIleTyrGln 


622 


15 




623 






624 







625 (2) INFORMATION FOR SEQ ID NO: 32: 

626 (i) SEQUENCE CHARACTERISTICS: 
— > 627 (A) LENGTH: 18 

628 (B) TYPE: AMINO ACID 

629 (D) TOPOLOGY: LINEAR 

630 (ii) MOLECULE TYPE: PEPTIDE 
6 31 (ix) FEATURE: 

632 (A) NAME/KEY: (A3) LOCUS HUMAN iNOS (25-42) 

6 33 (B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

6 34 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

635 (D) OTHER INFORMATION: \1 / 

636 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32: 
637 

— > 638 AsnAsnAsnValGluLysAlaProSerAlaThrSerSer 

639 510 

— > 640 ProValThrGlnAsp 

641 15 
642 
643 



644 



(2) INFORMATION FOR SEQ ID NO: 33: 



PAGE: 14 



— > 



645 
646 

647 
648 
649 
650 
651 
652 
653 
654 
655 
656 
657 
658 
659 
660 
661 
662 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: MOUSE iNOS (25-42) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 33: 

AsnAsnAsnValLysLysThrProSerAlaValLeuSer 

510 

ProThrlleGlnAsp 

15 



DATE: 03/29/1999 
TIME: 08:48:13 



INPUT SET: S31225.mw 



— > 



-> 



663 
664 
665 
666 
667 
668 
669 
670 
671 
672 
673 
674 
675 
676 
677 
678 
679 
680 
681 



(2) INFORMATION FOR SEQ ID NO: 34: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: RAT iNOS (25-42) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 34: 

AsnAsnAsnValGluLysThrProGlyAlalleProSer 

510 

ProThrThrGlnAsp 

15 



— > 



— > 



682 
683 
684 

685 
686 
687 
688 
689 
690 
691 
692 
693 
694 
695 



(2) INFORMATION FOR SEQ ID NO: 
(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 15 

TYPE: AMINO ACID 



35; 



(B) 
(D) 

(ii) 
(ix) 
(A) 
(B) 
(C) 

(D) 
(xi) 



TOPOLOGY 
MOLECULE 
FEATURE : 
NAME/KEY 
LOCATION 



LINEAR 
TYPE: PEPTIDE 



HUMAN iNOS (28-42) 
CARBOXY TERMINAL WITH AMIDE 
IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 35: 



(J/ 



ValGluLysAlaProSerAlaThrSerSerProValThr 



PAGE: 15 



— > 



696 
697 

698 
699 
700 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506A 



DATE: 03/29/1999 
TIME: 08:48:13 



510 

GlnAsp 

15 



INPUT SET: S3122S.mw 



— > 



— > 



701 
702 
703 
704 
705 
706 
707 
708 
709 
710 
711 
712 
713 
714 
715 
716 
717 



(2) INFORMATION FOR SEQ ID NO: 36: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: X2 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (31-42) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 36: 

AlaProSerAlaThrSerSerProValThrGlnAsp 

510 



— > 



— > 



718 
719 
720 
721 
722 
723 
724 
725 
726 
727 
728 
729 
730 
731 
732 
733 
734 



(2) INFORMATION FOR SEQ ID NO: 37: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (34-42) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 37: 

AlaThrSerSerProValThrGlnAsp 

5 



— > 



735 
736 
737 

738 
739 
740 
741 
742 
743 
744 
745 



(2) INFORMATION FOR SEQ ID NO: 38: 
(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 6 

TYPE: AMINO ACID 
TOPOLOGY: LINEAR 

TYPE: PEPTIDE 



(B) 
(D) 
(ii) 
(ix) 
(A) 
(B) 
(C) 
(D) 



MOLECULE 
FEATURE : 
NAME /KEY 
LOCATION 



HUMAN iNOS (37-42) 
CARBOXY TERMINAL WITH AMIDE 
IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
OTHER INFORMATION: 



PAGE: 16 RAW SEQUENCE LISTING DATE: 03/29/1999 

PATENT APPLICATION US/08/833,506A TIME: 08:48:14 

INPUT SET: S3 1225. raw 





n AH 

/4 D 


(XI) oi*iyui*ifiL.i*i luiibuKiir i xun i ott\j ±u Nu: Jo: 






/4 / 






— — ^ 


748 


SerProValTnrGxnAsp 








5 






7dU 








TCI 

751 










752 


(2) INFORMATION FOR SEQ ID NO: 39: 








753 


{ 1 ) SEQUENCE CHARACTERISTICS : 






> 


^ e ji 

754 


( A } LENGTH : 15 








755 


(B) TYPE: AMINO ACID 








/DO 


(U) lUFUljUbY: LilNCiAK 








757 


(ii) MOLECULE TYPE: PEPTIDE 








758 


(IX) FEATURE: 








759 


(A) NAME/KEY: HUMAN iNOS (25-39) 








760 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 








761 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








762 


(D) OTHER INFORMATION: 








763 


(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 39: 








764 








— — > 


765 


AsnAsnAsnValGluLysAlaProSerAlaThrSerSer 








766 


.510 






> 


767 


ProVal 








768 


15 








769 










770 










771 


(2) INFORMATION FOR SEQ ID NO: 40: 








772 


(1) SEQUENCE CHARACTERISTICS: 






> 


773 


( A ) LENGTH : 12 








774 


(B) TYPE; AMINO ACID 








•7 ■! C 


(D) TOFOLOGx : LINeiAR 








776 


(ii) MOLECULE TYPE: PEPTIDE 








111 


( ix ) FEATURE : 








lie 


(A) NAME/KEY: HUMAN iNOS (25-36) 








779 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 








T O rt 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








781 


( D ) OTHER INFORMATION : 








T O 

782 


(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 40: 








TOO 

7 o J 








— — > 


^ a ji 
784 


AsnAsnAsnValGluLysAlaProSerAlaThrSer 








T O C 

7 ob 


510 








T O £ 

7 oo 










/Of 










788 


(2) INFORMATION FOR SEQ ID NO: 41: 




1/ 




789 


(i) SEQUENCE CHARACTERISTICS: 






— > 


790 


(A) LENGTH: 9 






791 


(B) TYPE: AMINO ACID 






792 


(D) TOPOLOGY: LINEAR 






793 


(ii) MOLECULE TYPE: PEPTIDE 






794 


(ix) FEATURE: 






795 


(A) NAME/KEY: HUMAN iNOS (25-3 3) 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



DATE: 03/29/1999 
TIME: 08:48:14 



INPUT SET: S31225.mw 



— > 



796 
797 
798 
799 
800 
801 
802 
803 
804 



(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 41: 

AsnAsnAsnValGluLysAlaProSer 

5 



— > 



— > 



805 
806 
807 
808 
809 
810 
811 
812 
813 
814 
815 
816 
817 
818 
819 
820 
821 



(B) 
(D) 

(ii) 
(ix) 



(2) INFORMATION FOR SEQ ID NO: 42: 
(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 6 

TYPE: AMINO ACID 
TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

(A) NAME/KEY: HUMAN iNOS (25-30) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 42: 

AsnAsnAsnValGluLys 

5 



— > 



-> 



822 
823 
824 
825 
826 
827 
828 
829 
830 
831 
832 
833 
834 
835 
836 
837 
838 
839 
840 



(2) INFORMATION FOR SEQ ID NO: 43 
(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 18 

TYPE: AMINO ACID 
TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

NAME /KEY: (A4) LOCUS HUMAN 
LOCATION: CARBOXY TERMINAL 



(B) 
(D) 

(ii) 
(ix) 
(A) 
(B) 
(C) 
(0) 
(xi) 



iNOS (37-54) 
WITH AMIDE 



IDENTIFICATION METHOD: 
OTHER INFORMATION: 
SEQUENCE DESCRIPTION: 



AMINO ACID ANALYSIS 



SEQ ID NO: 43: 



SerProValThrGlnAspAspLeuGlnTyrHisAsnLeu 

510 

SerLysGlnGlnAsn 

15 



841 (2) INFORMATION FOR SEQ ID NO: 44; 

84 2 (i) SEQUENCE CHARACTERISTICS: 
~> 843 (A) LENGTH: 15 

844 (B) TYPE: AMINO ACID 

845 (D) TOPOLOGY: LINEAR 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



DATE: 03/29/1999 
TIME: 08:48:14 



INPUT SET: S3122S.raw 





0 A £. 


(ii) MOLECULE TYPE: PEPTIDE 




ft A T 


(ix) FEATURE: 




ft >l O 

o4o 


(A) NAME/KEY: HUMAN iNOS (40-54) 




ft it o 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 




850 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 




851 


(D) OTHER INFORMATION: 




ft c o 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 44: /) yuJL^ 




ft C 






> 


854 


ThrGlnAspAspLeuGlnTyrHisAsnLeuSerLysGln 






o c c 
855 


510 




— — > 


a e f 

856 


GlnAsn 






O C ^7 

857 


15 






o cr o 

858 








859 








rt /f A 

860 


(2) INFORMATION FOR SEQ ID NO: 45; 






861 


(i) SEQUENCE CHARACTERISTICS: 




— > 


862 


(A) LENGTH: 12 






863 


(B) TYPE: AMINO ACID 






ft <C A 
0D4 


(D) TOPOLOGY: LINEAR 






865 


(11) MOLECULE TYPE: PEPTIDE 






866 


( ix ) FEATURE : 






867 


(A) NAME/KEY: HUMAN iNOS (43-54) 






868 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 






869 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






870 


(D) OTHER INFORMATION: 






871 


(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 45: 






872 






> 


873 


AspLeuGlnTyrHisAsnLeuSerLysGlnGlnAsn 






874 


510 






875 








875 








877 








O *7 O 

878 








O T Q 

879 


(2) INFORMATION FOR SEQ ID NO: 46: 






O O A 

880 


(i) SEQUENCE CHARACTERISTICS: 




— — > 


881 


(A) LENGTH: 9 






o o o 

882 


(B) TYPE: AMINO ACID 






ft ft Q 

o O J 


(D) TOPOLOGY: LINEAR 






884 


(ii) MOLECULE TYPE: PEPTIDE 






o o c 

885 


(ix) FEATURE: 






886 


(A) NAME/KEY: HUMAN iNOS (46-54) ( 






887 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 7 






888 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 




889 


(D) OTHER INFORMATION: 




890 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 46: 




891 




— > 


892 


TyrHisAsnLeuSerLysGlnGlnAsn 




893 


5 




894 






895 





896 



(2) INFORMATION FOR SEQ ID NO: 47: 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506A 



DATE: 03/29/1999 
TIME: 08:48:15 



INPUT SET: S3 1225. mw 





897 


(i ) 


SEQUENCE CHAflACTERISTICS : 




> 


898 


(A) 


ItEINGTH : 6 






899 


(B) 


TYPE: AMINO ACID 






yuu 


(D) 


TOPOLOGY: LINEAR 






901 


(ii) 


MOLECULE TYPE: PEPTIDE 








902 


(ix) 


FEATURE : 








903 


(A) 


NAME/KEY: HUMAN iNOS (49-54) 








904 


(B) 


LOCATION: CARBOXY TERMINAL WITH AMIDE 








905 


(C) 


IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








906 


(D) 


OTHER INFORMATION: 








907 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 47: 








908 










— > 


909 


LeuSerLysGlnGlnAsn 








910 


5 










911 












912 












913 




(2) INFORMATION FOR SEQ ID NO: 48: 








914 


(i) 


SEQUENCE CHARACTERISTICS: 






— > 


915 


(A) 


LENGTH: 15 








916 


(B) 


TYPE: AMINO ACID 








917 


(D) 


TOPOLOGY: LINEAR 








918 


(ii) 


MOLECULE TYPE: PEPTIDE 








919 


(ix) 


FEATURE : 








920 


(A) 


NAME/KEY: HUMAN iNOS (37-51) 








921 


(B) 


LOCATION: CARBOXY TERMINAL WITH AMIDE 








922 


(C) 


IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








923 


(D) 


OTHER INFORMATION: 








924 


(Xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 48: 








925 










— > 


926 


SerProValThrGlnAspAspLeuGlnTyrHisAsnLeu 








927 


510 








— > 


928 


SerLys 








929 


15 










930 












931 












932 




(2) INFORMATION FOR SEQ ID NO: 49: 








933 


(i) 


SEQUENCE CHARACTERISTICS: 






— > 


934 


(A) 


LENGTH: 12 








935 


(B) 


TYPE: AMINO ACID 








Sob 


(D) 


TOPOLOGY: LINEAR 








937 


(ii) 


MOLECULE TYPE: PEPTIDE 








938 


(ix) 


FEATURE : 


c 


/ 




939 


(A) 


NAME/KEY: HUMAN iNOS (37-48) 




940 


(B) 


LOCATION: CARBOXY TERMINAL WITH AMIDE 






941 


(C) 


IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






942 


(D) 


OTHER INFORMATION: 






943 


(Xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 49: 






944 








— > 


945 


SerProValThrGlnAspAspLeuGlnTyrHisAsn 






946 


510 








947 










PAGE: 20 RAW SEQUENCE LISTING DATE: 03/29/1999 

PATENT APPLICATION US/08/833, 506A TIME: 08:48:15 



INPUT SET: S3 1225. raw 



948 




949 




(2) INFORMATION FOR SEQ ID NO: 50: 






950 


i i \ 


SEQUENCE CHARACTERISTICS: 




— > 


951 


(A) 


LENGTH: 9 






952 


(B) 


TYPE: AMINO ACID 






953 


(D) 


TOPOLOGY: LINEAR 






954 


(ii) 


MOLECULE TYPE: PEPTIDE 




^ 




o c c 

955 


(ix) 


FEATURE : 








956 


(A) 


NAME/KEY: HUMAN iNOS (37-45) 








957 


(B) 


LOCATION: CARBOXY TERMINAL WITH AMIDE 








958 


(C) 


IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








959 


(D) 


OTHER INFORMATION: 








960 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 50: 








961 












7 D «• 


SerProValThrGlnAspAspLeuGln 








963 


5 










964 












965 












966 




(2) INFORMATION FOR SEQ ID NO: 51: 








967 


(i) 


SEQUENCE CHARACTERISTICS: 








968 


(A) 


LENGTH: 6 








7 O 7 


(B) 


TYPE: AMINO ACID 








970 


(D) 


TOPOLOGY: LINEAR 








971 


(ii) 


MOLECULE TYPE: PEPTIDE 








972 


(ix) 


FEATURE : 








T O 

973 


(A) 


NAME/KEY: HUMAN iNOS (37-42) 








974 


(B) 


LOCATION: CARBOXY TERMINAL WITH AMIDE 








975 


(C) 


IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








976 


(D) 


OTHER INFORMATION: 








977 


(Xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 51: 








978 










— > 


979 


SerProValThrGlnAsp 








980 


5 










981 












982 












983 












984 




(2) INFORMATION FOR SEQ ID NO: 52: 








985 


(i) 


SEQUENCE CHARACTERISTICS : 






— > 


986 


(A) 


LENGTH: 18 








987 


(B) 


TYPE: AMINO ACID 








988 


(D) 


TOPOLOGY: LINEAR 




/ 




989 


(ii) 


MOLECULE TYPE: PEPTIDE 




990 


(ix) 


FEATURE : 








991 


(A) 


NAME/KEY: (F6) LOCUS HUMAN iNOS (781-798) 






992 


(B) 


LOCATION: CARBOXY TERMINAL WITH AMIDE 






993 


(C) 


IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






994 


(D) 


OTHER INFORMATION: 






995 


(Xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 52: 






996 








— > 


997 


ProAlaLeuValGlnGlylleLeuGluArgValValAsp 
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— > 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



DATE: 03/29/1999 
TIME: 08:48:16 



998 
999 

1000 
1001 
1002 



510 

GlyProThrProHis 

15 



INPUT SET: S31225.raw 



— > 



— > 



— > 



1003 
1004 
1005 
1006 
1007 
1008 
1009 
1010 
1011 
1012 
1013 
1014 
1015 
1016 
1017 
1018 
1019 
1020 
1021 



(2) INFORMATION FOR SEQ ID NO: 53: 

(i) SEQUENCE CHARACTERISTICS: 

(A) length: 19 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN eNOS (806-824) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 53: 

ProGlyLeuValGluAlaLeuLeuSerArgValGluAsp 

510 

ProProAlaProThrGlu 

15 



— > 



— > 



— > 



1022 
1023 
1024 
1025 
1026 
1027 
1028 
1029 
1030 
1031 
1032 
1033 
1034 
1035 
1036 
1037 
1038 
1039 
1040 
1041 



(2) INFORMATION FOR SEQ ID NO: 54: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (784-798) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 54: 



ValGlnGlylleLeuGluArgValValAspGlyProThr 

510 

ProHis 

15 



1042 (2) INFORMATION FOR SEQ ID NO: 55: 

1043 (i) SEQUENCE CHARACTERISTICS: 
— > 1044 (A) LENGTH: 12 

1045 (B) TYPE: AMINO ACID 

1046 (D) TOPOLOGY: LINEAR 

1047 (ii) MOLECULE TYPE: PEPTIDE 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



DATE: 03/29/1999 
TIME: 08:48:16 



INPUT SET: S3 1225. mw 





1048 


(ix) FEATURE: 






1049 


(A) NAME/KEY: HUMAN iNOS (787-798) 






1050 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 






1051 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






1052 


(D) OTHER INFORMATION: 






1053 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 55: 






1054 








— > 


1055 


IleLeuGluArgValValAspGlyProThrProHis 








1056 


510 








1057 










1058 










1059 


(2) INFORMATION FOR SEQ ID NO: 56: 








1060 


(i) SEQUENCE CHARACTERISTICS: 






— > 


1061 


(A) LENGTH: 9 








1062 


(B) TYPE: AMINO ACID 








1063 


(D) TOPOLOGY: LINEAR 








1064 


(ii) MOLECULE TYPE: PEPTIDE 








1065 


(ix) FEATURE: 








1066 


(A) NAME/KEY: HUMAN iNOS (790-798) 








1067 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 








1068 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








1069 


(D) OTHER INFORMATION: 








1070 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 56: 








1071 








— > 


1072 


ArgValValAspGlyProThrProHis 








1073 


5 








1074 










1075 










1076 


(2) INFORMATION FOR SEQ ID NO: 57: 








1077 


(i) SEQUENCE CHARACTERISTICS: 






— > 


1078 


(A) LENGTH: 6 








1079 


(B) TYPE: AMINO ACID 








1080 


(D) TOPOLOGY: LINEAR 








1081 


(ii) MOLECULE TYPE: PEPTIDE 








1082 


(ix) FEATURE: 








1083 


(A) NAME/KEY: HUMAN iNOS (793-798) 








1084 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 








1085 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








1086 


(D) OTHER INFORMATION: 








1087 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 57: 








1088 








— > 


1089 


AspGlyProThrProHis 








1090 


5 








1091 










1092 










1093 


(2) INFORMATION FOR SEQ ID NO: 58: 








1094 


(i) SEQUENCE CHARACTERISTICS: 




. / 


— > 


1095 


(A) LENGTH: 14 


1 




1096 


(B) TYPE: AMINO ACID 






1097 


(D) TOPOLOGY: LINEAR 
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— > 



1098 
1099 
1100 
1101 
1102 
1103 
1104 
1105 
1106 
1107 
1108 
1109 
1110 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



(ii) MOLECULE TYPE: PEPTIDE 

(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (781-794) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 58: 

ProAlaLeuValGlnGlylleLeuGluArgValValAsp 

510 
Gly 



DATE: 03/29/1999 
TIME: 08:48:16 



INPUT SET: S3 1225. raw 



— > 



— > 



1111 

1112 
11X3 

1114 
1115 
1116 
1117 
1118 
1119 
1120 
1121 
1122 
1123 
1124 
1125 
1126 
1127 



(2) INFORMATION FOR SEQ ID NO: 59: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (781-792) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFOiRMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 59: 

ProAlaLeuValGlnGlylleLeuGluArgValVal 

510 



— > 



— > 



1128 
1129 
1130 

1131 
1132 
1133 
1134 
1135 
1136 
1137 
1138 
1139 
1140 
1141 
1142 
1143 
1144 



(2) INFORMATION FOR SEQ ID NO: 60: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (781-789) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 60: 

ProAlaLeuValGlnGlylleLeuGlu 

5 




1145 
1146 
— > 1147 



(2) INFORMATION FOR SEQ ID NO: 61: 
(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 6 
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— > 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



DATE: 03/29/1999 
TIME: 08:48:17 



1148 
1149 
1150 
1151 
1152 
1153 
1154 
1155 
1156 
1157 
1158 
1159 
1160 
1161 



(B) TYPE: AMINO ACID 

(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 

(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (781-786) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 61: 

ProAlaLeuValGlnGly 

5 



INPUT SET: S3 1225. raw 



— ^> 



— > 



— > 



1162 
1163 
1164 

1165 
1166 
1167 
1168 
1169 
1170 
1171 
1172 
1173 
1174 
1175 
1176 
1177 
1178 
1179 
1180 



(2) INFORMATION FOR SEQ ID NO: 62: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: (Gil) LOCUS HUMAN iNOS (985-1002) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 62: 

GlylleValProPheArgSerPheTrpGlnGlnArgLeu 

510 

HisAspSerGlnHis 

15 



— > 



— > 



1181 
1182 
1183 
1184 
1185 
1186 
1187 
1188 
1189 
1190 
1191 
1192 
1193 
1194 
1195 
1196 
1197 
1198 



(2) INFORMATION FOR SEQ ID NO: 
(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 18 

TYPE: AMINO ACID 



63: 



(B) 
(0) 
(ii) 
(ix) 
(A) 
(B) 
(C) 
(0) 
(Xi) 



TOPOLOGY 
MOLECULE 
FEATURE : 
NAME/KEY 
LOCATION 



LINEAR 
TYPE: PEPTIDE 



HUMAN nNOS (1256-1273) 
CARBOXY TERMINAL WITH AMIDE 
IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 63: 



0/ 



GlylleAlaProPheArgSerPheTrpGlnGlnArgGln 

510 

PheAspI leGlnHi s 

15 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



DATE: 03/29/1999 
TIME: 08:48:17 



1199 



INPUT SET: S31225.mw 





1200 


(2) INFORMATION FOR SEQ ID NO: 64: 






1201 


(i) SEQUENCE CHARACTERISTICS: 




— > 


1202 


(A) LENGTH: 15 






1203 


(B) TYPE: AMINO ACID 






1204 


(D) TOPOLOGY: LINEAR 






1205 


(ii) MOLECULE TYPE: PEPTIDE 








1206 


(ix) FEATURE: 








1207 


(A) NAME/KEY: HUMAN eNOS (1017-1031) 








X ^ u o 










1209 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








1210 


(D) OTHER INFORMATION: 








1211 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 64: 








1212 








— > 


1213 


GlylleAlaProPheArgGlyPheTrpGlnGluArgLeu 








1214 


510 






— > 


1215 


HisAsp 








1216 


15 








1217 










1218 










1219 


(2) INFORMATION FOR SEQ ID NO: 65: 








1220 


(i) SEQUENCE CHARACTERISTICS: 






— > 


1221 


(A) LENGTH: 15 








1222 


(B) TYPE: AMINO ACID 








1223 


(D) TOPOLOGY: LINEAR 








1224 


(ii) MOLECULE TYPE: PEPTIDE 








1225 


(ix) FEATURE: 








1226 


(A) NAME/KEY: HUMAN iNOS (988-1002) 








X z z / 










1228 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








1229 


(D) OTHER INFORMATION: 








1230 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 65: 








1231 








— > 


1232 


ProPheArgSerPheTrpGlnGlnArgLeuHisAspSer 








1233 


510 






— > 


1234 


GlnHis 








1235 


15 








1236 










1237 










1238 


(2) INFORMATION FOR SEQ ID NO: 66: 








1239 


(i) SEQUENCE CHARACTERISTICS: 




— > 


1240 


(A) LENGTH: 12 






1241 


(B) TYPE: AMINO ACID 






1242 


(D) TOPOLOGY: LINEAR 






1243 


(ii) MOLECULE TYPE: PEPTIDE 






1244 


(ix) FEATURE: 






1245 


(A) NAME/KEY: HUMAN iNOS (991-1002) 






1246 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 






1247 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






1248 


(D) OTHER INFORMATION: 
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--> 



1249 
1250 
1251 
1252 
1253 
1254 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 66; 

SerPheTrpGlnGlnArgLeuHisAspSerGlnHis 

510 



DATE: 03/29/1999 
TIME: 08:48:17 



INPUT SET: S3122S.raw 



--> 



1255 
1256 
1257 
1258 
1259 
1260 
1261 
1262 
1263 
1264 
1265 
1266 
1267 
1268 
1269 
1270 
1271 



(2) INFORMATION FOR SEQ ID NO: 67: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (994-1002) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 67: 

GlnGlnAr gLeuHi sAspSer GlnHi s 

5 



— > 



1272 
1273 
1274 
1275 
1276 
1277 
1278 
1279 
1280 
1281 
1282 
1283 
1284 
1285 
1286 
1287 
1288 



(2) INFORMATION FOR SEQ ID NO: 68: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (997-1002) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 68: 

HisAspSerGlnHis 

5 



--> 



1289 
1290 
1291 

1292 
1293 
1294 
1295 
1296 
1297 
1298 



(2) INFORMATION FOR SEQ ID NO: 69: 
(i) SEQUENCE CHARACTERISTICS: 



(A) 

(B) 
(D) 
(ii) 
(ix) 
(A) 
(B) 
(C) 



LENGTH: 15 

TYPE: AMINO ACID 



TOPOLOGY: 
MOLECULE 
FEATURE : 
NAME/KEY: 
LOCATION: 



LINEAR 
TYPE: PEPTIDE 

HUMAN iNOS (985-998) 
CARBOXY TERMINAL WITH AMIDE 



IDENTIFICATION METHOD: AMINO ACID ANALYSIS 



PAGE: 27 



— > 



1299 
1300 
1301 
1302 
1303 
1304 
1305 
1306 
1307 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506A 



(D) OTHER INFORMATION: 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 69: 

GlylleValProPheArgSerPheTrpGlnGlnArgLeu 

510 

HisAsp 

15 



DATE: 03/29/1999 
TIME: 08:48:18 



INPUT SET: S31225.raw 



— > 



— > 



1308 
1309 
1310 
1311 
1312 
1313 
1314 
1315 
1316 
1317 
1318 
1319 
1320 
1321 
1322 
1323 
1324 



(2) INFORMATION FOR SEQ ID NO: 70: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (985-996) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 70: 

GlylleValProPheArgSerPheTrpGlnGlnArg 

510 



— > 



— > 



1325 
1326 
X327 
1328 
1329 
1330 
1331 
1332 
1333 
1334 
1335 
1336 
1337 
1338 
1339 
1340 
1341 



(2) INFORMATION FOR SEQ ID NO: 71: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (985-993) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 71: 

GlylleValProPheArgSerPheTrp 

5 



1342 (2) INFORMATION FOR SEQ ID NO: 

134 3 (i) SEQUENCE CHARACTERISTICS: 

~> 1344 (A) LENGTH: 6 

1345 (B) TYPE: AMINO ACID 

1346 (D) TOPOLOGY: LINEAR 

1347 (ii) MOLECULE TYPE: PEPTIDE 

1348 (ix) FEATURE: 



72; 



J/ 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506A 



DATE: 03/29/1999 
TIME: 08:48:18 



INPUT SET: S3 1225. mw 





1349 


(A) NAME/KEY: HUMAN iNOS (985-990) 






1350 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 






1351 


(C) IDENTlr ICATXOW MhilnUU: AMlrlO AuXU ArlALYolo 








/n\ rtTIJlPD TMTP/TDK/RT'T AM • 








1 o c o 

135 3 


(XI) SCfQUlliNCci JjCibCKlF 1 XUM : oby Lu SiUl fZl 








1354 








> 


1355 


GXyxxevaxproFJieArg 








1356 


5 








1357 










1358 










1359 


(2) INFORMATION FOR SEQ ID NO: 73: 








1360 


( X ) SEQUENCE CHARACTERISTICS : 






> 


1361 


( A ) IiENGTH : X 8 








1 362 


(B) TYPE: AMINO ACID 








1 O £ o 

X JO J 


(U; IUFULUoY: LiXririAK 








1364 


(ii) MOLECULE TYPE: PEPTIDE 










( XX ^ rliiAlUnCi: 








1 366 


(A) NAME/KEY: (HI) LOCUS HUMAN XNOS (100 9-1026) 








1 367 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 








1368 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








1369 


(D) OTHER INFORMATION: 








1 370 


(XX) SEQUENCE DESCRIPTION: SEQ ID NO: 73: 








1371 








> 


1372 


ArQHexTnrLeuVaXPneGXyserArgArgproAspGXu 








1373 


510 






— > 


1374 


AspHi si leTy rGln 








1 375 


15 








1376 . 










1377 










1378 


(2) INFORMATION FOR SEQ ID NO: 74: 








1379 


( X ) SEQUENCE CHARACTERISTICS : 






— > 


1380 


( A ) LENGTH : X 7 








1381 


(B) TYPE: AMINO ACID 








1 O Q O 


\u} iUr'ULUijx: LXrJr*AK 








1 383 


(XX) MOLECULE TYPE: PEPTIDE 










( XX } rciAIUKci: 








1385 


(A) NAME/ KEY: HUMAN eNOS (1041-1057) 








1 386 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 




/ 




1387 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






1388 


(D) OTHER INFORMATION: 






1389 


(XX) SEQUENCE DESCRIPTION: SEQ ID NO: 74: 






1 o Q r\ 

i J y u 






— > 


1391 


MetThrLeuValPheGlySerArgSerSerGlnLeuAsp 






1392 


510 




— > 


1393 


HisLeuTyrArg 






1394 


15 






1395 








1396 








1397 


(2) INFORMATION FOR SEQ ID NO: 75: 






1398 


(i) SEQUENCE CHARACTERISTICS: 





PAGE: 29 



— > 



— > 



— > 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



DATE: 03/29/1999 
TIME: 08:48:18 



INPUT SET: S3 1225. raw 



1399 

1400 
1401 
1402 
1403 
1404 
1405 
1406 
1407 
1408 
1409 
1410 
1411 
1412 
1413 
1414 
1415 



(A) LENGTH: 17 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 

(ix) FEATURE: 

(A) NAME/KEY: HUMAN nNOS (1281-1297) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 75: 

MetValLeuValPheGlySerArgGlnSerLysIleAsp 

510 

HisIleTyrArg 

15 




— > 



— > 



— > 



1416 
1417 
1418 

1419 
1420 
1421 
1422 
1423 
1424 
1425 
1426 
1427 
1428 
1429 
1430 
1431 
1432 
1433 
1434 



(2) INFORMATION FOR SEQ ID NO: 76: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (1012-1026) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 76: 

LeuValPheGlySerArgArgProAspGluAspHisIle 

510 

TyrGln 

15 



— > 



— > 



1435 
1436 
1437 

1438 
1439 
1440 
1441 
1442 
1443 
1444 
1445 
1446 
1447 
1448 
1449 



(i) 
(A) 

(B) 
(D) 

(ii) 
(ix) 
(A) 
(B) 
(C) 
(D) 
(xi) 



(2) INFORMATION FOR SEQ ID NO: 77: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 12 
TYPE: AMINO ACID 
TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

NAME/KEY: HUMAN iNOS (1015-1026) 
LOCATION: CARBOXY TERMINAL WITH AMIDE 
IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 77: 



GlySerArgArgProAspGluAspHisIleTyrGln 

510 



PAGE: 30 



1450 
1451 
1452 
1453 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506A 



DATE: 03/29/1999 
TIME: 08:48:19 



INPUT SET: S31225.raw 



— > 



— > 



1454 
1455 
1456 
1457 
1458 
1459 
1460 
1461 
1462 
1463 
1464 
1465 
1466 
1467 
1468 
1469 
1470 



(2) INFORMATION FOR SEQ ID NO: 78: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (1018-1026) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 78: 

ArgProAspGluAspHisIleTyrGln 

5 




— > 



— > 



1471 
1472 
1473 
1474 
1475 
1476 
1477 
1478 
1479 
1480 
1481 
1482 
1483 
1484 
1485 
1486 
1487 



(2) INFORMATION FOR SEQ ID NO: 79: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
( ix ) FEATURE : 

(A) NAME/KEY: HUMAN iNOS (1021-1026) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 79: 

GluAspHisI leTyrGln 

5 



1488 (2) INFORMATION FOR SEQ ID NO: 80: 

1489 (i) SEQUENCE CHARACTERISTICS: 
— > 1490 (A) LENGTH: 15 

1491 (B) TYPE: AMINO ACID 

14 92 (D) TOPOLOGY: LINEAR 

1493 (ii) MOLECULE TYPE: PEPTIDE 

14 94 (ix) FEATURE: 

1495 (A) NAME/KEY: HUMAN iNOS (1009-1023) 

14 96 (B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

14 97 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

14 98 (D) OTHER INFORMATION: 

1499 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 80: 



PAGE: 31 



— > 



— > 



— > 



— > 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



DATE: 03/29/1999 
TIME: 08:48:19 



INPUT SET: S3122S.mw 



1500 
1501 
1502 
1503 

1504 
1505 
1506 



ArgMetThrLeuValPheGlySerArgArgProAspGlu 

510 

AspHis 

15 




1507 
1508 
1509 
1510 
1511 
1512 
1513 
1514 
1515 
1516 
1517 
1518 
1519 
1520 
1521 
1522 
1523 



(2) INFORMATION FOR SEQ ID NO: 81: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (1009-1020) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 81: 

ArgMetThrLeuValPheGlySerArgArgPro 

510 



— > 



— > 



1524 
1525 
1526 
1527 
1528 
1529 
1530 
1531 
1532 
1533 
1534 
1535 
1536 
1537 
1538 
1539 
1540 



(2) INFORMATION FOR SEQ ID NO: 82: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (1009-1017) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 82: 

ArgMetThrlieuValPheGlySerAr^amide^^ ^jjj^ 




1541 (2) INFORMATION FOR SEQ ID NO: 83: 

154 2 (i) SEQUENCE CHARACTERISTICS: 

1543 (A) LENGTH: 6 

1544 (B) TYPE: AMINO ACID 
154 5 (D) TOPOLOGY: LINEAR 

1546 (ii) MOLECULE TYPE: PEPTIDE 

1547 (ix) FEATURE: 

1548 (A) NAME/KEY: HUMAN iNOS (1009-1014) 

1549 (B) LOCATION: CARBOXY TERMINAL WITH AMIDE 
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RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506A 



DATE: 03/29/1999 
TIME: 08:48:20 









INPUT SET: S31225.mw 




1550 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






(D) OTHER INFORMATION: 




1552 


SEQUENCE DESCRIPTION: SEO ID NO • 83* 






1553 






— > 


1554 


A mM A 't 'Pfi f* T. A u V a 1 P h a m 1^ <3 e 1 






1555 


5 .1 — ^^"^ 






1556 








1557 








1558 




•'^ ON 





1559 


(0\ TNPORMATTON FOR SEO TD NO* Rd • 






1560 


{2.) SCt\iUct£i\^Et UxlAKAC 1 CiKXo 1 J.l^iD : 




> 


1561 








1562 


\0) XjlXTILZ iul±nu J\.\^±U 






156 3 








1564 


(ii) MOLECULE TYPE: PEPTIDE 






1565 


(ix) FEATURE: 






1566 


\ A) CiAntu/ J\Ci x • 1 i\\JvtK^j\ 1 CiL/ riuniin j.nuo ^4U 34 / 






1567 








1568 


t n \ TTMPWrTTTTr* ATTnW Ml?THOn • AMTMO AHTH AMATVQTS 






1569 


/T\\ riTHPTJ TMTrriPMATTnW • 

\ u ) uixiCiii xnr \Ji\nA 1 XLin • 






1570 








1571 






> 


1572 


1 nfvjixnAspAspxjeuwxn x y xnx SAsnxieuiaexXiy s 






1573 


D X u 






1574 








1575 








1576 


/0\ TMEORMATTOM EOR QEO TTi NO* ft • 






1577 


(X; oc«yUj!irlL.i!i CrlAxvAC 1 CiKXo 1 XL-o : 






X578 








1579 


\0) xXcEa* AmXEiKJ AK^XU 






1580 


f T\\ THDAT OPV • T TWIT AD 






1581 


(ii) MOLECULE TYPE: PEPTIDE 






1582 


( ix ) FEATURE : 






1583 


(A) NAME/KEY: TRUNCATED HUMAN iNOS (784-798) 






1584 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 






1 c o c 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






1586 


(D) OTHER INFORMATION: 






1587 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 85: 






1588 






— > 


1589 


ValGlnGlylleLeuGluArgValVal 






1590 


5 






1591 








1592 








1593 


(2) INFORMATION FOR SEQ ID NO: 86: 




1594 


(i) SEQUENCE CHARACTERISTICS: 


— > 


1595 


(A) LENGTH: 18 




1596 


(B) TYPE: AMINO ACID 




1597 


(D) TOPOLOGY: LINEAR 




1598 


(ii) MOLECULE TYPE: PEPTIDE 




1599 


(ix) FEATURE: 



PAGE: 33 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833,506A 



DATE: 03/29/1999 
TIME: 08:48:20 



INPUT SET: S31225.raw 



— > 



— > 



1600 
1601 
1602 
1603 
1604 
1605 
1606 
1607 
1608 
1609 
1610 
1611 



(A) NAME/KEY: HUMAN iNOS (37-54) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE. 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 86: 

SerProValThrGlnAspAspLeuGlnTyrHisAsnLeu 

510 

SerLysGlnGlnAsn 

15 




— > 



— > 



1612 
1613 
1614 
1615 
1616 
1617 
1618 
1619 
1620 
1621 
1622 
1623 
1624 
1625 
1626 
1627 
1628 



(2) INFORMATION FOR SEQ ID NO: 87: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (41-45) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 87: 

GlnAspAspLeuGln 

5 



— > 



— > 



1629 
1630 
1631 

1632 
1633 
1634 
1635 
1636 
1637 
1638 
1639 
1640 
1641 
1642 
1643 
1644 
1645 



(2) INFORMATION FOR SEQ ID NO: 88: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (40-45) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 88: 

ThrGlnAspAspLeuGln 

5 



1646 (2) INFORMATION FOR SEQ ID NO: 89; 

1647 (i) SEQUENCE CHARACTERISTICS: 
— > 1648 (A) LENGTH: 7 

1649 (B) TYPE: AMINO ACID 



PAGE: 34 RAW SEQUENCE LISTING DATE: 03/29/1999 

PATENT APPLICATION US/08/833,506A TIME: 08:48:20 



INPUT SET: S3 1225. raw 







(D) 


TOPOLOGY: LINEAR 






(ii) 


MOLECULE TYPE: PEPTIDE 




1 c c O 


(ix) 


FEATURE : 




1 £ C O 


(A) 


NAME/KEY: HUMAN iNOS (39-45) 




1654 


(B) 


LOCATION: CARBOXY TERMINAL WITH AMIDE 




1655 


(C) 


IDENTIFICATION METHOD: AMINO ACID ANALYSIS J 




1656 


(D) 


OTHER INFORMATION: 




1657 


(Xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 89: )\ 












— — > 


1659 


ValThrGlnAspAspLeuGln / 






1660 


5 








1661 










1662 










1663 










1664 










1665 




(2) INFORMATION FOR SEQ ID NO: 90: 






1666 


(i) 


SEQUENCE CHARACTERISTICS: 




— > 


1667 


(A) 


LENGTH: 8 






1668 


(B) 


TYPE: AMINO ACID 






1 £ £ a 
166 7 


(D) 


TOPOLOGY: LINEAR 






1670 


(ii) 


MOLECULE TYPE: PEPTIDE 






1671 


(ix) 


FEATURE : 






1672 


(A) 


NAME/KEY: HUMAN iNOS (38-45) 






1673 


(B) 


LOCATION: CARBOXY TERMINAL WITH AMIDE 






1674 


(C) 


IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






1675 


(D) 


OTHER INFORMATION: 






1676 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 90: 






1677 








— > 


1678 


ProValThrGlnAspAspLeuGln 






1679 


5 








1680 










1681 










1682 




(2) INFORMATION FOR SEQ ID NO: 91: 






1683 


(i) 


SEQUENCE CHARACTERISTICS: 




> 


1684 


(A) 


LENGTH: 9 






1685 


(B) 


TYPE: AMINO ACID 






16oo 


(D) 


TOPOLOGY: LINEAR 






1687 


(ii) 


MOLECULE TYPE: PEPTIDE 






1688 


(ix) 


FEATURE : 






1689 


(A) 


NAME/KEY: HUMAN iNOS (37-45) f 


/ 




1690 


(B) 


LOCATION: CARBOXY TERMINAL WITH AMIDE ^ 




1691 


(C) 


IDENTIFICATION METHOD: AMINO ACID ANALYSIS 




1692 


(D) 


OTHER INFORMATION: 




1693 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 91: 




1694 






— > 


1695 


Ser ProValThrGlnAspAspLeuGln 




1696 


5 






1697 








1698 







1699 



(2) INFORMATION FOR SEQ ID NO: 92: 
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— > 



— > 



1700 
1701 

1702 
1703 
1704 
1705 
1706 
1707 
1708 
1709 
1710 
1711 
1712 
1713 
1714 
1715 
1716 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (40-44) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 92: 

ThrGlnAspAspLeu 

5 



DATE: 03/29/1999 
TIME: 08:48:21 



INPUT SET: S31225.raw 




— > 



— > 



1717 
1718 
1719 

1720 
1721 
1722 
1723 
1724 
1725 
1726 
1727 
1728 
1729 
1730 
1731 
1732 
1733 



(i) 
(A) 

(B) 
(D) 

(ii) 
(ix) 
(A) 
(B) 
(C) 
(D) 
(xi) 



(2) INFORMATION FOR SEQ ID NO: 93: 
SEQUENCE CHARACTERISTICS: 
LENGTH: 6 
TYPE: AMINO ACID 
TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

NAME/KEY: HUMAN iNOS (39-44) 
LOCATION: CARBOXY TERMINAL WITH AMIDE 
IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
OTHER INFORMATION: 

SEQUENCE DESCRIPTION: SEQ ID NO: 93: 



ValThrGlnAspAspLeu 

5 



— > 



— > 



1734 
1735 
1736 

1737 
1738 
1739 
1740 
1741 
1742 
1743 
1744 
1745 
1746 
1747 
1748 
1749 
1750 



(2) INFORMATION FOR SEQ ID NO: 94: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 7 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (38-44) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 94: 

ProValThrGlnAspAspLeu 

5 
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INPUT SET: S3 1225. mw 





1751 




(2) INFORMATION FOR SEQ ID NO: 95: 




1752 


(i ) 


SEQUENCE CHARACTERISTICS: 


— > 


1753 


(A) 


LENGTH: 8 




1 n c A 
X / 34 


(B) 


TYPE: AMINO ACID 




1755 


(D) 


TOPOLOGY: LINEAR 




1756 


(ii) 


MOLECULE TYPE: PEPTIDE 




1757 


(ix) 


FEATURE : 1 / 




1758 


(A) 


NAME/KEY: HUMAN iNOS (37-44) j / 






1759 


(B) 


LOCATION: CARBOXY TERMINAL WITH AMIDE 






1760 


(C) 


IDENTIFICATION METHOD: AMINO ACID ANALYSIS / / 






1761 


(D) 


OTHER INFORMATION: 






1762 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 95: 






1763 








— > 


1764 


SerProValThrGlnAspAspLeu 






1765 


5 








1766 










1767 










1768 










1769 




(2) INFORMATION FOR SEQ ID NO: 96: 






1770 


(i) 


SEQUENCE CHARACTERISTICS : 




— > 


1771 


(A) 


LENGTH: 9 






1772 


(B) 


TYPE: AMINO ACID 






1773 


(D) 


TOPOLOGY: LINEAR 






1774 


(ii) 


MOLECULE TYPE: PEPTIDE 






1775 


(ix) 


FEATURE : 






1776 


(A) 


NAME/KEY: HUMAN iNOS (36-44) 






1777 


(B) 


LOCATION: CARBOXY TERMINAL WITH AMIDE 






1778 


(C) 


IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






1779 


(D) 


OTHER INFORMATION: 






1780 


(Xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 96: 






1781 








— > 


1782 


SerSerProValThrGlnAspAspLeu 






1783 


5 








1784 










1785 










1786 




(2) INFORMATION FOR SEQ ID NO: 97: 






1787 


(i) 


SEQUENCE CHARACTERISTICS: 




— > 


1788 


(A) 


LENGTH: 5 






1 1 Q Q 

1 /oy 


(B) 


TYPE: AMINO ACID 






1790 


(D) 


TOPOLOGY: LINEAR 






1791 


(ii) 


MOLECULE TYPE: PEPTIDE ( 


/ 




1792 


(ix) 


FEATURE : ^ 




1793 


(A) 


NAME/KEY: HUMAN iNOS (39-43) 




1794 


(B) 


LOCATION: CARBOXY TERMINAL WITH AMIDE 




1795 


(C) 


IDENTIFICATION METHOD: AMINO ACID ANALYSIS 




1796 


(D) 


OTHER INFORMATION: 




1797 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 97: 




1798 






— > 


1799 


ValThrGlnAspAsp 




1800 


5 
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INPUT SET: S3122S.mw 





1801 










1802 










1803 




(2) INFORMATION FOR SEQ ID NO: 98: 






1804 


(i) 


SEQUENCE CHARACTERISTICS: 




— > 


1805 


(A) 


LENGTH : 6 






1806 


(B) 


TYPE: AMINO ACID 






1807 


(D) 


TOPOLOGY: LINEAR 






1808 


(ii) 


MOLECULE TYPE: PEPTIDE . 






1809 


(ix) 


FEATURE : / 








1810 


(A) 


NAME/KEY: HUMAN iNOS (38-43) 








1811 


(B) 


LOCATION: CARBOXY TERMINAL WITH AMIDE 








1812 


(C) 


IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








1813 


(D) 


OTHER INFORMATION: 








1814 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 98: 








1815 










— > 


1816 


ProValThrGlnAspAsp 








1817 


5 










1818 












1819 












1820 












1821 




(2) INFORMATION FOR SEQ ID NO: 99: 








1822 


(i) 


SEQUENCE CHARACTERISTICS : 






— > 


1823 


(A) 


LENGTH: 7 








1824 


(B) 


TYPE: AMINO ACID 








1825 


(D) 


TOPOLOGY: LINEAR 








1826 


(ii) 


MOLECULE TYPE: PEPTIDE 








1827 


(ix) 


FEATURE : 








1828 


(A) 


NAME/KEY: HUMAN iNOS (37-4 3) 








1829 


(B) 


LOCATION: CARBOXY TERMINAL WITH AMIDE 








1830 


(C) 


IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








1831 


(D) 


OTHER INFORMATION: 








1832 


(xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 99: 


e 


V 




1833 








— > 


1834 


SerProValThrGlnAspAsp 






1835 


5 








1836 










1837 









1838 




(2) INFORMATION FOR SEQ ID NO: 100: 


1839 


(i) 


SEQUENCE CHARACTERISTICS: 


1840 


(A) 


LENGTH: 8 


1841 


(B) 


TYPE: AMINO ACID 


1842 


(D) 


TOPOLOGY: LINEAR 


1843 


(ii) 


MOLECULE TYPE: PEPTIDE 


1844 


(ix) 


FEATURE : 


1845 


(A) 


NAME/KEY: HUMAN iNOS (36-43) 


1846 


(B) 


LOCATION: CARBOXY TERMINAL WITH AMIDE 


1847 


(C) 


IDENTIFICATION METHOD: AMINO ACID ANALYSIS 


1848 


(D) 


OTHER INFORMATION: 


1849 


(Xi) 


SEQUENCE DESCRIPTION: SEQ ID NO: 100: 


1850 







PAGE: 38 RAW SEQUENCE LISTING DATE: 03/29/1999 

PATENT APPLICATION US/08/833,506A TIME: 08:48:22 



INPUT SET: S31225.mw 



— > 


1851 


SerSerProValThrGlnAspAsp 






1852 


5 






1853 










1854 




/ 






1855 


(2) INFORMATION FOR SEQ ID NO: 101: 








1856 


( 1 ) SEQUENCE CHARACTERISTICS : 






— > 


1857 


(A) LENGTH: 9 








1858 


(B) TYPE: AMINO ACID 








185 9 


(D) TOPOLOGY: LINEAR 








1860 


(ii) MOLECULE TYPE: PEPTIDE 








1861 


( ix ) FEATURE : 








1862 


(A) NAME/KEY: HUMAN INOS (35-4 3) 








1863 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 








1864 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








1865 


(D) OTHER INFORMATION: 








1866 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 101: 








1867 








— > 


1868 


ThrSerSerProValThrGlnAspAsp 








1869 


5 








1870 










1871 










1872 










1873 


(2) INFORMATION FOR SEQ ID NO : 102: 








1874 


(i) SEQUENCE CHARACTERISTICS: 






— > 


1875 


(A) LENGTH: 18 








1876 


(B) TYPE: AMINO ACID 








1877 


(D) TOPOLOGY: LINEAR 








1878 


(ii) MOLECULE TYPE: PEPTIDE 








1879 


( XX ) FEATURE : 








1880 


(A) NAME/KEY: HUMAN iNOS (37-54) 








1881 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 








1882 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 








1883 


(D) OTHER INFORMATION: 








1884 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 102: 








1885 








--> 


1886 


SerProValThrGlnAspAspLeuGlnTyrHisAsnLeu 








1887 


510 






— > 


1888 


SerLysGlnGlnAsn 








1889 


15 








1890 










1891 










1892 


(2) INFORMATION FOR SEQ ID NO: 10 3: 




/ 




1893 


(i) SEQUENCE CHARACTERISTICS: 






— > 


1894 


(A) LENGTH: 15 






1895 


(B) TYPE: AMINO ACID 






1896 


(D) TOPOLOGY: LINEAR 






1897 


(ii) MOLECULE TYPE: PEPTIDE 






1898 


(ix) FEATURE: 






1899 


(A) NAME/KEY: HUMAN iNOS (40-54) 






1900 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 





PAGE: 39 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



DATE: 03/29/1999 
TIME: 08:48:22 



INPUT SET: S3122S,mw 



— > 



— > 



1901 
1902 
1903 
1904 
1905 
1906 
1907 
1908 
1909 
1910 



(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 103: 

ThrGlnAspAspLeuGlnTyrHisAsnLeuSerLysGln 

510 

GlnAsn 

15 




— > 



— > 



1911 
1912 
1913 
1914 
1915 
1916 
1917 
1918 
1919 
1920 
1921 
1922 
1923 
1924 
1925 
1926 
1927 
1928 



(2) INFORMATION FOR SEQ ID NO: 104: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (43-54) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 104: 



AspLeuGlnTyrHisAsnLeuSerLysGlnGlnAsn 

510 



— > 



--> 



1929 
1930 
1931 

1932 
1933 
1934 
1935 
1936 
1937 
1938 
1939 
1940 
1941 
1942 
1943 
1944 
1945 



(2) INFORMATION FOR SEQ ID NO: 105: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (46-54) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 105: 

Ty rHi sAsnLeuSerLysGlnGlnAsn 

5 



J/ 



1946 (2) INFORMATION FOR SEQ ID NO: 106; 

194 7 (i) SEQUENCE CHARACTERISTICS: 

— > 1948 (A) LENGTH: 6 

1949 (B) TYPE: AMINO ACID 

1950 (D) TOPOLOGY: LINEAR 
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INPUT SET: S3 1225. mw 





1 O C 1 
J. 73 1 


(ii) MOLECULE TYPE: PEPTIDE 




1 o c o 


(ix) FEATURE: 




1953 


(A) NAME/KEY: HUMAN iNOS (49-54) 




1954 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 




1955 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS Ay 




1 O C f 

1955 


(D) OTHER INFORMATION: /j j/Y/TP^ 




1957 


(XI) SEQUENCE DESCRIPTION: SEQ ID NO: 106: / 






1958 






— > 


1959 


LeuSerLysGlnGlnAsn 






1960 


5 






1961 








1962 








1 963 


(^) XNrORMAllON rOK bciQ XD WO: lU/: 






1964 


( i ) SEQUENCE CHARACTERISTICS : 




— > 


1965 


(A) LENGTH: 15 






1966 


(B) TYPE: AMINO ACID 






1 9d7 


(D) TOPOLOGY: LINEAR 






1968 


(11) MOLECULE TYPE; PEPTIDE 






196 9 


(IX) FEATURE : 






1970 


(A) NAME/KEY: HUMAN iNOS (37-51) 






1971 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 






1972 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






1973 


(D) OTHER INFORMATION: 






1 974 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 107: 






1975 






— > 


1976 


SerProValThrGlnAspAspLeuGlnTyrHisAsnLeu 






1977 


510 




— > 


1978 


SerLys 






1979 


15 






1980 








1981 








1982 


(2) INFORMATION FOR SEQ ID NO: 108: 






1983 


(i) SEQUENCE CHARACTERISTICS: 




— > 


1984 


(A) LENGTH: 12 






1985 


(B) TYPE: AMINO ACID 






1 Q fl £ 


(D) TOPOLOGY: LINEAR 






1987 


(ii) MOLECULE TYPE: PEPTIDE 






1988 


(ix) FEATURE: ( 


/ 




1989 


(A) NAME/KEY: HUMAN iNOS (37-48) V 






1990 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 




1991 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 




1992 


(D) OTHER INFORMATION: 




1993 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 108: 




1994 




— > 


1995 


SerProValThrGlnAspAspLeuGlnTyrHisAsn 




1996 


510 




1997 






1998 





19 99 (2) INFORMATION FOR SEQ ID NO: 109: 

2000 (i) SEQUENCE CHARACTERISTICS: 



PAGE: 41 



— > 



— > 



2001 

2002 
2003 
2004 
2005 
2006 
2007 
2008 
2009 
2010 
2011 
2012 
2013 
2014 
2015 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 

(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (37-45) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 109: 

SerProValThrGlnAspAspLeuGln 

5 



DATE: 03/29/1999 
TIME: 08:48:23 



INPUT SET: S3 1225. raw 




— > 



— > 



2016 
2017 
2018 
2019 
2020 
2021 
2022 
2023 
2024 
2025 
2026 
2027 
2028 
2029 
2030 
2031 
2032 
2033 



(2) INFORMATION FOR SEQ ID NO: 110: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (37-42) 

(B) LOCATION: CARBOXY TEE^INAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 110: 



SerProValThrGlnAsp 

5 



— > 



--> 



2034 
2035 
2036 

2037 
2038 
2039 
2040 
2041 
2042 
2043 
2044 
2045 
2046 
2047 
2048 
2049 
2050 



(2) INFORMATION FOR SEQ ID NO: 111: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (35-44) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 111: 

ThrSerSerProValThrGlnAspAspLeu 

510 



2051 



(2) INFORMATION FOR SEQ ID NO: 112: 



PAGE: 43 RAW SEQUENCE LISTING DATE: 03/29/ 1 999 

PATENT APPLICATION US/08/833, 506A TIME: 08:48:24 

INPUT SET: S31225.mw 

2103 
2104 



2105 (2) INFORMATION FOR SEQ ID NO: 115: 

2106 (i) SEQUENCE CHARACTERISTICS: 
~> 2107 (A) LENGTH: 7 

2108 (B) TYPE: AMINO ACID 

2109 (D) TOPOLOGY: LINEAR 

2110 (ii) MOLECULE TYPE: PEPTIDE 

2111 (ix) FEATURE: 

2112 (A) NAME/KEY: HUMAN iNOS (786-792) 

2113 (B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

2114 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

2115 (D) OTHER INFORMATION: 

2116 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 115: 
2117 

— > 2118 GlylleLeuGluArgValVal 

2119 5 

2120 

2121 




— > 2124 (A) LENGTH: 8 

TYPE: AMINO ACID 



— > 



2122 




2123 


(i) 


2124 


(A) 


2125 


(B) 


2126 


(D) 


2127 


(ii) 


2128 


(ix) 


2129 


(A) 


2130 


(B) 


2131 


(C) 


2132 


(D) 


2133 




2134 


(Xi) 


2135 




2136 


GlnG 


2137 


5 


2138 




2139 




2140 




2141 


(i) 


2142 


(A) 


2143 


(B) 


2144 


(D) 


2145 


(ii) 


2146 


(ix) 


2147 


(A) 


2148 


(B) 


2149 


(C) 


2150 


(D) 


2151 


(Xi) 


2152 





(2) INFORMATION FOR SEQ ID NO: 116 J 



TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

NAME/KEY: HUMAN iNOS (785-792) 
LOCATION: CARBOXY TERMINAL WITH AMIDE 
IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 116: 




(2) INFORMATION FOR SEQ ID NO: 117: 
SEQUENCE CHARACTERISTICS: 
~> 2142 (A) LENGTH: 9 

TYPE: AMINO ACID 
TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

NAME/KEY: HUMAN iNOS (784-792) 
LOCATION: CARBOXY TERMINAL WITH AMIDE 
IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
OTHER INFORMATION: 

SEQUENCE DESCRIPTION:. SEQ ID NO: 117: 



PAGE: 42 



— > 



— > 



— > 



2052 
2053 
2054 
2055 
2056 
2057 
2058 
2059 
2060 
2061 
2062 
2063 
2064 
2065 
2066 
2067 
2068 
2069 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (781-798) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 112: 

ProAlaLeuValGlnGlylleLeuGluArgValValAsp 

510 

GlyProThrProHis 

15 



DATE: 03/29/1999 
TIME: 08:48:23 



INPUT SET: S31225.raw 



> 



> 



2070 
2071 
2072 
2073 
2074 
2075 
2076 
2077 
2078 
2079 
2080 
2081 
2082 
2083 
2084 
2085 
2086 
2087 



(2) INFORMATION FOR SEQ ID NO: 113: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (788-792) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 113: 

LeuGluArgValVal 

5 



2088 (2) INFORMATION FOR SEQ ID NO: 114: 

2089 (i) SEQUENCE CHARACTERISTICS: 
— > 2090 (A) LENGTH: 6 

2091 (B) TYPE: AMINO ACID 

2092 (D) TOPOLOGY: LINEAR 

2093 (ii) MOLECULE TYPE: PEPTIDE 

2094 (ix) FEATURE: 

2095 (A) NAME/KEY: HUMAN iNOS (787-792) 

2096 (B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

2097 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

2098 (D) OTHER INFORMATION: 

2099 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 114: 
2100 

— > 2101 IleLeuGluArgValVal 

2102 5 



PAGE: 44 



— > 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



DATE: 03/29/1999 
TIME: 08:48:24 



INPUT SET: S3122S.mw 



2153 

2154 
2155 
2156 



ValGlnGlylleLeuGluArgValVal 

5 



> 



2157 
2158 
2159 
2160 
2161 
2162 
2163 
2164 
2165 
2166 
2167 
2168 
2169 
2170 
2171 
2172 
2173 



(2) INFORMATION FOR SEQ ID NO: 118: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (787-791) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 118: 

IleLeuGluArgVal 

5 



— > 



— > 



2174 
2175 
2176 
2177 
2178 
2179 
2180 
2181 
2182 
2183 
2184 
2185 
2186 
2187 
2188 
2189 
2190 
2191 



(2) INFORMATION FOR SEQ ID NO: 119: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (786-7 91) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 119: 

GlylleLeuGluArgVal 

5 



— > 



2192 
2193 
2194 

2195 
2196 
2197 
2198 
2199 
2200 
2201 
2202 



(i) 
(A 

(B 
(D 
(ii 
(ix 
(A 
(B 
(C 
[D 



(2) INFORMATION FOR SEQ ID NO: 
SEQUENCE CHARACTERISTICS: 



120j 



) 

) 
) 
) 
) 
) 
) 

(C) 
(D) 



LENGTH : 7 

TYPE: AMINO ACID 
TOPOLOGY: LINEAR 
MOLECULE TYPE: PEPTIDE 
FEATURE : 

NAME/KEY: HUMAN iNOS (785-7 91) 
LOCATION: CARBOXY TERMINAL WITH AMIDE 
IDENTIFICATION METHOD: AMINO ACID ANALYSIS 
OTHER INFORMATION: 



PAGE: 45 



— > 



2203 
2204 
2205 
2206 
2207 
2208 



RAW SEQUENCE LISTING 

PATENT APPLICATION US/08/833, 506A 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 120: 

GlnGlylleLeuGluArgVal 

5 



DATE: 03/29/1999 
TIME: 08:48:24 



INPUT SET: S3122S.mw 



> 



> 



2209 
2210 
2211 
2212 
2213 
2214 
2215 
2216 
2217 
2218 
2219 
2220 
2221 
2222 
2223 
2224 
2225 



(2) INFORMATION FOR SEQ ID NO: 121: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 8 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (784-791) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xij SEQUENCE DESCRIPTION: SEQ ID NO: 121: 

ValGlnGlylleLeuGluArgVal 

5 



— > 



— > 



2226 
2227 
2228 
2229 
2230 
2231 
2232 
2233 
22 34 
2235 
2236 
2237 
2238 
2239 
2240 
2241 
2242 
2243 



(2) INFORMATION FOR SEQ ID NO: 122: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 

(B) TYPE: AMINO ACID 
(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: PEPTIDE 
(ix) FEATURE: 

(A) NAME/KEY: HUMAN iNOS (783-791) 

(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

(D) OTHER INFORMATION: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 122: 

LeuValGlnGlylleLeuGluArgVal 

5 



J/ 



2244 (2) INFORMATION FOR SEQ ID NO: 123: 

2245 (i) SEQUENCE CHARACTERISTICS: 
— > 2246 (A) LENGTH: 5 

2247 (B) TYPE: AMINO ACID 

2248 (D) TOPOLOGY: LINEAR 

2249 (ii) MOLECULE TYPE: PEPTIDE 

2250 (ix) FEATURE: 

2251 (A) NAME/KEY: HUMAN iNOS (786-790) 

22 52 (B) LOCATION: CARBOXY TERMINAL WITH AMIDE 
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PATENT APPLICATION US/08/833, 506A 



DATE: 03/29/1999 
TIME: 08:48:25 



INPUT SET: S31225.mw 





Z Z 3 o 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 




^ ^ ^ 4 


(D) OTHER INFORMATION: 




Z Z 3 3 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 123: / 




9 9 R A 




_ _ *v 


Z Z 3 / 








9 9 Rfl 
Z Z DO 








99 "^Q 
Z Z D ^ 








9 9^^ n 
z z o u 








9 9 <^ 1 
Z Z D ± 


^2^ INPORMATTON FOR SEO ID NO: 124: 






9 o <i o 

Z Z D Z 






_ _ "V 
~ ~ ^ 


Z Z D J 


(A/ XiEtnulll* D 






O O C yl 

z z d4 


(B) TYPE: AMINO ACID 






Z Z D *7 


(D) TOPOLOGY: LINEAR 














O O <I T 
Z ZO / 


\ XX j f ILAl U£\I!i • 






2268 


/A\ TVraMT?/Vl?V» UTTMAM i MAC /Tftt^ — '7Qn\ 

( A ^ riAMCi/ JxCi X : riUNAn xjmlio \ / od~ / yKj j 






2269 


/n\ rooATTriM* r'AonriYV ttpomtmat wttw amtt>p 
LiUCAixun: L'AnDLfAx iCixinxriALi wxiri AnxjJCt 






O O T A 

zz /U 


) XU£tJ>l 1 XC XL'A I XUiM MCl iriUU* ANXnU AwXU AJMAliXoXd 






O O "7 T 
Z Z / 1 


\ U ) \JLriEdi\ XDE Ul\JnA 1 XL^n • 






Z Z /Z 


/ VI \ QtPATTlPMr'tl' nT?C!r*T5TDTTriM • C!T?n TTi MH • 1 9A« 

( XX ^ oHiyucinLrCi Lrciocxcxir i xk/n : »u* xz4 • 






O O T T 
ZZ / J 






— — ^ 


ZZ /4 


bxiivvxyx xexieuvvXUArg 






O 0 T R 
z Z / D 


c 
D 






ZZ /b 








O O T T 

zz / / 








ZZ /o 


/ O \ TMinAOMATTAM T?AD <3T?A TH MA* 1 *5 R • 

(z; J.rir UKMAi ±uri euk oCiv •LU nu : xzd: 






ZZ /y 


(i) SEQUENCE CHARACTERISTICS: 




— — *> 


zzoU 


(A) LENGTH: 7 






O O ft 1 

zzol 


(B) TYPE: AMINO ACID 






o 'J ft *> 

z zoz 


(D) TOPOLOGY: LINEAR 






99AT 

Z Z O J 


(ii) MOLECULE TYPE: PEPTIDE 






O O ft J* 

z z o4 


(ix) FEATURE: 






O O ft K 

z z od 


(A) NAME/KEY: HUMAN iNOS (784-790) 






2286 


(B) LOCATION: CARBOXY TERMINAL WITH AMIDE 






2287 


(C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 






O O ft ft 

z z oo 


(D) OTHER INFORMATION: 






9 9ftQ 

Z Z O 7 








9 9 QH 

Z Z 7U 


(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 125: 






9 9 Q 1 
Z Z 7 J. 






"Si 


Z Z 7Z 


ValGlnGlylleLeuGluArg 




Z Z 7 J 


5 




2294 






2295 






2296 


(2) INFORMATION FOR SEQ ID NO: 12 6: 




2297 


(i) SEQUENCE CHARACTERISTICS: 


> 


2298 


(A) LENGTH: 8 




2299 


(B) TYPE: AMINO ACID 




2300 


(D) TOPOLOGY: LINEAR 




2301 


(ii) MOLECULE TYPE: PEPTIDE 




2302 


(ix) FEATURE: 
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PATENT APPLICATION US/08/833,506A TIME: 08:48:25 

INPUT SET: S31225.raw 

2303 (A) NAME/KEY: HUMAN iNOS (783-790) 

2304 (B) LOCATION: CARBOXY TERMINAL WITH AMIDE 

2305 (C) IDENTIFICATION METHOD: AMINO ACID ANALYSIS 

2306 (D) OTHER INFORMATION: 
2307 

2308 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 126: 
2309 

— > 2310 LeuValGlnGlylleLeuGluArg 

2311 5 ^ 

2315 
2316 
2317 
2318 
2319 
2320 
2321 
2322 
2323 
2324 
2325 
2326 






PAGE: 1 SEQUENCE VERIFICATION REPORT DATE: 03/29/1999 

PATENT APPLICATION US/08/833,506A TIME: 08:48:25 

INPUT SET: S3 1225. raw 



Line 


Error 


Original Text 




... 
Wrong application Serim Number 


( ^\ ADD! ir^ATTOM MIT1V/rRlHP> MONP 


37 


bnlered (lo) and Calc. oeq. Lengin (0) aitier 


(A) LblNu 1 H: lo 




Wrong Amino Acid Designator 


AsriAsriAsn vaioiULysAiarrocysAia i nroeroer 




Wrong Amino Acid Designator 


r ro V ai 1 nroi nAsp 


CO 

58 


bnlered (lo) and Calc. oeq. Lengin (0) diner 


(A) LbiNu In: lo 


69 


Wrong Amino Acid Designator 


AsnAsnAsnVal LysLy sTlirProCysAlaVal LeuSer 


T 1 

71 


Wrong Amino Acid Designator 


rro 1 nrlleOlnAsp 


11 


bnlered (lo) and Calc. beq. Lengin (0) dirrer 


(A) LblNu 1 H: lo 


QQ 
06 


Wrong Amino Acid Designator 


AsnAsnAsnvaiLriuLys i nrrroLriyAraiierrooer 


OA 

90 


Wrong Amino Acid Designator 


rTo 1 nri nroinAsp 


96 


Entered (18) and Calc. Seq. Length (0) diiier 


(A) LENGTH: 18 


1 AT 
107 


Wrong Amino Acid Designator 


serrro vai i nrcrinAspAspLeuiain i yrnisAsnLeu 


109 


Wrong Amino Acid Designator 


SerLysOlnulnAsn 


tic 

1 15 


Entered (18) and Calc. Seq. Length (0) diirer 


/A \ T CM/^'TO. to 

(A) LENGTH: 18 


126 


Wrong Amino Acid Designator 


rroAlaLeu ValGlnGlylleLeuGluArg vai vaiAsp 


128 


Wrong Amino Acid Designator 


GlyPro rhrProHis 


134 


Entered (17) and Calc. Seq. Length (0) diirer 


(A) LENGTH: 17 


\ AC 

145 


Wrong Amino Acid Designator 


AaaAlaLeu ValGlnGlyiieLeuGiuArg vai vaiAsp 


147 


Wrong Amino Acid Designator 


Cysrro 1 nrrTOHis 


154 


Entered (15) and Calc. beq. Length (0) diirer 


(A) LbNGl H: 15 


1 c 


Wrong Amino Acid Designator 


AaaAaaLeu v aioinLriy iieLeuoiu Arg v ai v ar Asp 


10/ 


Wrong Amino Acid Designator 


cysoerserrroAaa 


173 


Entered (18) and Calc. Seq. Length (0) dirrer 


(A) LbNGl H: lo 


184 


Wrong Amino Acid Designator 


Lriyiie vairrorneATgoerrne i rpoinoinArgLeu 


loo 


Wrong Ammo Acid Designator 


ri is Aspoervjinri is 


192 


Entered (18) and Calc. Seq. Length (0) diner 


(A) LENGTH: 18 


204 


Wrong Amino Acid Designator 


v-riyueAiarrorneArgw>errne i ipoinLiinArgLeu 


206 


Wrong Amino Acid Designator 


HisAspSerOlnHis 


212 


Entered (18) and Calc. Seq. Length (0) diner 


/A \ T 'CM/^T'LJ. to 

(A) LbNG 1 H: lo 


22J 


Wrong Amino Acid Designator 


oiyiieAiarrorneArgoerrne i rpoinoinArgLeuj i u 


224 


Wrong Amino Acid Designator 


HisAspSerOlnHis 


230 


T7.^*^^^A /10\ T »«»4l-> /A\ Alff^^ 

bntered (18) and Calc. Seq. Length (0) diirer 


(A) LbNu 1 H: lo 


241 


Wrong Amino Acid Designator 


Lriy iieAiar rorncArgoerrne i rpoinoiriArgi-rin 


24J 


Wrong Amino Acid Designator 


rne Asp 1 levj 1 nri IS 


249 


bnlered (15) and Calc. Seq. Length (0) dirrer 


(A) LbNGlH: 15 




\A/i*nnc» Amino liACi oniitoi* 

w rung /\iiiiiiu /^ciu L./coigiiaiur 




262 


Wrong Amino Acid Designator 


HisAspXaaXaaXaa 


268 


Entered (15) and Calc. Seq. Length (0) differ 


(A) LENGTH: 15 


279 


Wrong Amino Acid Designator 


GlylleAlaProPheArgGlyPheTrpGlnGluArgLeu 


281 


Wrong Amino Acid Designator 


H is Asp XaaXaaXaa 


287 


Entered (18) and Calc. Seq. Lenglh (0) differ 


(A) LENGTH: 18 


298 


Wrong Amino Acid Designator 


ArgMelThrLeuValPheGlyCysArgArgProAspGlu 


300 


Wrong Amino Acid Designator 


AspHisIleTyrGln 


306 


Entered (18) and Calc. Seq. Lenglh (0) differ 


(A) LENGTH: 18 


317 


Wrong Amino Acid Designator 


ArgMelThrLeuValPheGlyCysArgHisProGluGlu 


319 


Wrong Amino Acid Designator 


AspHisLeuTyrGln 


325 


Entered (18) and Calc. Seq. Lenglh (0) differ 


(A) LENGTH: 18 


336 


Wrong Amino Acid Designator 


ArgMelSerLeuValPheGlyCysArgHisProGkiCki 
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INPUT SET: S3 1225. raw 



Line 


Error 


anginal lexi 




Wrong Amino Acid Designator 


AspriisLxu 1 yroin 


344 


cnlereo (lo) and caic. oeq. Lengin oirrer 


\t\) LClNOlri. 10 




Wrong Amino Acid Designator 


vjiuAspriisivieir neoiy v aioinvjiniieoinr ro Asn 


OCT 


Wrong Amino Acid Designator 


vaiueuys 




cnlereo (24) and calc. aeq. ixngtn (U) airier 


(A) LliiNOlrl. Z4 


373 


Wrong Amino Acid Designator 


Cy s ArgL<euArgoer01uoerl le Alarhel leOluLflu 


3 /j 


Wrong Amino Acid Designator 


CavT ¥7cI ho a cit-^TT-**- a o«/^in\/«i Di-tiiCA^-Ciit- 
oerLfysL^ysAsp 1 nrAspoiu vairneoeroer 


OQ 1 
JO 1 


bnterea (2u) and Oalc. oeq. Lengtn (U; Oirrer 


(A) i-^iilNOlrl. zu 


392 


Wrong Amino Acid Designator 


Alaoerrro 1 rpLysFheL^urheLys 1 hrL^ysrhenis 


394 


Wrong Amino Acid Designator 


oin 1 yrAiaMeiAsnoiyiaiu 




bnterea (lo) and Calc. oeq. Lengtn (U) ditrer 


(A) LrblNO 1 h: 15 


412 


Wrong Amino Acid Designator 


CysLysLysAspArgValAlaValLrlnrrooeroerLeu 


414 


Wrong Amino Acid Designator 


/^1ii\^a4 Cav A 1 nf A»» 

oiuiVieioerAiabeu 


420 


Entered (12) and Calc. Seq. Length (0) dirier 


/ A \ T CM/^TIJ • 1 O 

(A)LrbNtjlH: iz 


431 


Wrong Amino Acid Designator 


CjlyAsnLeuLysoerValAlaOlnCjluFroCjlyCys 


43 / 


bnterea (iz) ana caic. oeq. L^ngtn (U) airier 


/A\ T t7M^TlJ.-10 
(A) l^IirNLir 1 ti. IZ 


A AO 

448 


Wrong Amino Acid Designator 


Oly Asrii^uLy soer V ai Aiaoi nLriurroLjiy cy s 


454 


Entered (23) and Calc. Seq. Length (0) diirer 


/A\ T tJM^'TO. OO 

(A) LENGlH: 23 


4o3 


Wrong Amino Acid Designator 


cysoiuATgoiriL^euArgijiuAiavair^ro i rpAiarne 


4o/ 


Wrong Amino Acid Designator 


Aspr^roKrooiyoer Asp i nr Asnoerrro 


473 


Entered (18) and Calc. Seq. Length (0) diirer 


/A\ T IjIVT/^TLJ. IO 

(A) LblNCjlH: 18 


AO A 

484 


Wrong Amino Acid Designator 


Will A\/rtl 0«.nDl^ A A ••™C?a».DV»aT^«-*^*^ 1 r^/^ 1 n A «•« T Ai i 

(jlylle ValrrorneArgoerr'ne l rpuinoinArgbeu 


A Odi 

4oo 


Wrong Amino Acid Designator 


HisAspoeroinHis 


492 


Entered (18) and Calc. Seq. Length (I) dirrer 


(A) LbiNO 1 H: 18 


jU3 


Wrong Amino Acid Designator 


Lriyiie vair'rorneArgoerrne i rpoinoiriArgixu 


Cf\C 


Wrong Amino Acid Designator 


His Aspoeroinriis 


C 1 1 

511 


C4«_«<4 / 1 0\ ^^A I n—»4l« /f\\ AlCC^^ 

Entered (18) and Calc. Seq. Length (0) diiier 


(A) LENGTH: 18 


coo 


Wrong Amino Acid Designator 


oerrro vai r nroinAspAspL-euvjin i yrnisAsrUveu 


524 


Wrong Amino Acid Designator 


oeri^ysulnOlnAsn 


530 


Entered (18) and Calc. oeq. Length (0) dirrer 


(A) LbiNOlH: 18 


1 

j41 


Wrong Amino Acid Designator 


rroAiaL»eu vaioinoiyiieLreuvjiuArg vai vaiAsp 


C/1 >1 

544 


Wrong Amino Acid Designator 


Lriyr^ro 1 nrrronis 


ccr\ 
550 


entered (18) ana Calc. oeq. Length (U) dirrer 


(A)LbNOlH: 18 


C/t 1 

501 


Wrong Amino Acid Designator 


AsnAsnAsnvaioiuLrysAiarrooerAia i nroeroer 


5o3 


Wrong Amino Acid Designator 


r'ro vai 1 nroiriAsp 




RntfTfH (\9\ 5»nH Pair' ^p^n 1 i»noth ((W Hiffpr 




580 


Wrong Amino Acid Designator 


SerProValThrGlnAspAspLeuGlnTyrHisAsnLeu 


582 


Wrong Amino Acid Designator 


SerLysGlnGlnAsn 


588 


Entered (18) and Calc. Seq. Length (0) differ 


(A) LENGTH: 18 


599 


Wrong Amino Acid Designator 


ProAlaLeuValGlnGlylleLeuGluArgValValAsp 


601 


Wrong Amino Acid Designator 


GlyProThrProHis 


607 


Entered (18) and Calc. Seq. Length (0) differ 


(A) LENGTH: 18 


619 


Wrong Amino Acid Designator 


ArgMetThrLeuValPheGlySerArgArgProAspGlu 


621 


Wrong Amino Acid Designator 


AspHisIleTyrGln 


627 


Entered (18) and Calc. Seq. Length (0) differ 


(A) LENGTH: 18 


638 


Wrong Amino Acid Designator 


AsnAsnAsnValGluLysAlaProSerAlaThrSerSer 


640 


Wrong Amino Acid Designator 


ProValThrGlnAsp 


646 


Entered (18) and Calc. Seq. Length (0) differ 


(A) LENGTH: 18 
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PATENT APPLICATION US/08/833, 506A 



DATE: 03/29/1999 
TIME: 08:48:26 



INPUT SET: S3122S.mw 



Lfinc 


Error 






wrong /viiiiiiu /\liu L/coigiiaiui 


Acn Acn AcnX/fitl vcT v^TTirPrnSprAlflValT ^iiSpr 




VVitJllg /vllllllU /Al^iU L^ColglluLLfl 


PrnTh r T 1 eC\ 1 n A <in 


OOD 






o /o 


wrung /\jiiniu /\L'1u j-/coigiuiiui 


A<;nA<;nA<!nVfliniiiT v^iThrProGlvAlaTleProSer 


O /o 


wrong /tjuiiio rvt'iu i-zcoigiiaiur 


PrnTh rTh rO 1 n A <:n 
1 1 U 1 111 1 iuwilLr\oU 


UO'f 




\t\.) L^CtlNwin* u 




wrong /vinino /\ciu ucsigiidior 


VfllOliiT v«AlaP>rn^r A1?iThr^pr^f rProValThr 


oy / 


wrong Aniino /\cici L-'esignaior 


CW r» A CT% 
VJnir\iSp 




ijfnicrcu ^iz^ aiiu v^oic. ocx^. i^ngin yj) uiiicr 


(K\ T FNOTH* 19 
\t\) L#di^*jin. \£t 


7 1 A 


wrong /Ajiiino /\cia uesignaior 


rviar ruocr/via 1 iirocrocrr ru v oi i iir\jiii/\op 


7on 


cnicreu onci i^oic. occ|. i^ngm y^) uiiicr 




7*? 1 


wrong Aiiiino aciq uesigriaior 


rvia i nrocrocrr ro v ai i nrvjni/\op 


7'^7 


CfnicFcu \j} anu i^oic oc^. i^ngiii \ uiiicr 


\t\. ) LfEdN \ J 1 n . o 




wrong /vrmno rvciu i-'Cisignaior 


ocrr ru V ai 1 niwiiirvop 


7^4 


c.nicreQ v^j/ ana v^aic. ocq. i^ngm aiiier 


\J\) L<£lilNVJ 1 Jn. iO 


7A^ 


wrong /vmino /\cia ucsignaior 


Acn Acn AcnVainiiil \/« A In Prn ^rAliiThr ^r^r 

/\on/\on/\on v aiwiui^yo/VLar ruocr/via i iii oci oci 


7A7 


wrong /vmino /\cia uesignaior 


x^ro vai 


1 Id 


jcniereQ ^iz^ ana u-aic. ocq. L^cngin ^^u^ airier 


^A^ I PNiriTH" to 




wrong /vuiiiio L/C!sigiiaior 


A cn A cn AcnViiir^lnl vc AI ;iPrrv^f»r A l5iTTlr^2#*r 
/\olLr\oiLr\oIl V oiVJiUl^jro/uar 1 iJO&i r\.icx i ill vTwi 


7Qn 


cnierca ana i^aic. oCC|. L^ngin ^uj aiirer 


/'A^ f PMHTH* 0 
\r\ ) L/JCIN o 1 n . y 


oUl 


wrong /\iiiino /\C'iu L/Coignaior 


A cn A cn A cn X/qIiHii T vc AiJiPfrtVlfir 

/\onrVoii/\Mi V aivjiujuyo/viar luoci 


sn7 

oU/ 


cnicrea ^O/ ana ^aic. occ|. L^cngin yj) uiiicr 


^A^ ! RMnTI-I" f\ 


S 1 s 

o 1 o 


wrong /\niino rvt-iu L/cisignaior 


A cn A cn A cn\/iil^^liiT vc 


oZ*f 


cniercu v^o^ anu i^dic occj^. L£ngiii ^u^ uiiier 


^A^ T PMHTH* 18 




wrong rviiiino /\L'1u L^caignaior 


od r lU V ai 1 lii^jii irt.ourt.au j-/cu\j 111 i i riiortoiii-<tLi 


oo 1 


w rung /\iiiiiiu /\ciu L^coignaiur 


^l**rl vc^vln^lnAcn 
OCl L^yoVJlllVJlllrtdll 




cnierea ana v_,aic. oec}. L^ngin yj) airier 


\t\ ) JL/JCi 1 win. 




wrong /\imno /\L'1U L/ebignaior 


ThrOln Acn Acr^l j^iiOlnTvrHic Acnl ^ii^rl v<;r^ln 
1 lllvjriiirtoUrt^pjrf«tPUvjiii i jr 1 mortal Li^viik^c^i i^jr dvjiii 


ojO 


Wrong Amino Acid Designator 


ijin/\sn 


OOZ 


dnicrcu ^iz^ anu k>-aiL'. oct^. jL<engui \^u^ uiiicr 




87'^ 
o / J 


wrong /vuimo /\ciu ucaignaior 


A cnT i=»ii^^ln'T'\/T*Wic AcnT **ii^<=*rT vc^^ln^^ln Acn 

rt.apj^«cuwiii 1 yrriiartoiii-<cuocri-fy awJiivJiiirtoii 


OO 1 


CiiiLercu anu \^aic occj. LA^iigui uiiicr 




800 
oVZ 


wrong Ainino /\cia L-'esignaior 


T^\/-rl-Ii c A onl #»ii^^»Tf i/c/T-l n/^ 1 n A cn 

1 yrrii5>rtoni-A;uoerL/y!SOiuvjriiirt.Mi 


808 


CinLcrcu anu v_^aic oc^. JL«ciigui yj) uiiici 


\ \ FNGTH- 6 




wrung /vniiiiu rtt-iu i^coignaiur 


1 i*ii^prT vcf^tnf^ln A<in 

l.A^UO&l L^^oVJlll\wllllrt.iMl 


915 


Entered (15"* and Calc Sea Leneth differ 


(A) LENGTH: 15 


926 


Wrong Amino Acid Designator 


SerProValThrGlnAspAspLeuGlnTyrHisAsnLeu 


928 


Wrong Amino Acid Designator 


SerLys 


934 


Entered (12) and Calc. Seq. Length (0) differ 


(A) LENGTH: 12 


945 


Wrong Amino Acid Designator 


SerProValThrGlnAspAspLeuGlnTyrHisAsn 


951 


Entered (9) and Calc. Seq. Length (0) differ 


(A) LENGTH: 9 


962 


Wrong Amino Acid Designator 


SerProValThrGlnAspAspLeuGln 


968 


Entered (6) and Calc. Seq. Length (0) differ 


(A) LENGTH: 6 


979 


Wrong Amino Acid Designator 


SerProValThrGlnAsp 


986 


Entered (18) and Calc. Seq. Length (0) differ 


(A) LENGTH: 18 


997 


Wrong Amino Acid Designator 


ProAlaLeuValGlnGlylleLeuGluArgValValAsp 


999 


Wrong Amino Acid Designator 


GlyProThrProHis 


1005 


Entered (19) and Calc. Seq. Length (0) differ 


(A) LENGTH: 19 
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INPUT SET: S31225.mw 





Pt*rr\r 
LJi 1 yjl 




lU 1 o 


TV iUllg /AllllllU /ALfiU L^COlKlialtJl 


Prnnivl /*nVainhi Alal .enT /*n55erArpVainiuA<!n 


ini s 

iU 1 o 


W rung /VIIIIIIO rVOlU LyCalgllaLUr 


PrnPrn A 1 a PmThrPJli i 
r iUr IU/\lar lU 1 IIIVJIU 


\noA 


Rntf»rrt1 f\ nnH Pair <5pn T ^nath {(Yi Hiffpr 




IUjO 


VY rong rvmino /\ciu i^caigriaiur 


VflininOlvTlpI f^iiniii A ro Valval A<:nnivPrnThr 




wrung rMUlIlU L/ColgllctlUr 


PrrtMi<: 
1 lunio 




ijnicrcu ^iz^ oiiu v^dic oc^. j-^cngui uiiicr 


^^A^ T FNrJTH* to 
L/IZrlNvJin. IZ 


IVDD 


wrung rvininu /\du L^coigiiaiur 


Tl ^1 iHli 1 A rty VjiI VaI A <;nGl vPrnThrPrnH t s 
1 ici^uvji UAVi g V cii V di/Aopvjijf i lu 1 111 1 1 uriio 


1 0A t 


cnicrca aiiQ \— aic. ocq. L^ngin yy) uirrcr 


^A^ i_<c«iNoin. y 


iU /z 


wrong Ainino /\ciu L/esignaior 


Aro Vnl Val AcnnivPrrtThrPrnHi*: 
/\rg V cu Y cU/\opuiy r ru i lu* lunio 


IU /o 


Pr»f*»r*»H {(\\ QtiH Pair* C^»n T /^noth {{W Hiff^r 




iVoy 


Wrong Amino Acid Designator 


Aopvjiyr ro 1 iiTr roniis 


luyj 


Cfmcrcu \1*t) onu v^cuc oci^. i^ngiii ^i^ uiiicr 




1 \C\f\ 
1 lUO 


w rung /\mino rvciu L./c!sigiiaiur 




1 1 1 'J 
1 1 1 J 


CnfofoH /'10\ ot-»/1 Pair* Qe^n T *»r»rftVi Hiff^*r 


/"A^ I PNPTT4* 10 
^A^ i^nixoin. iz 


1 I OA 


wrong /\inino /\C'iu L/c!sigiiaioF 


1 rOrVlcii^U V cUwlilvJiy llCI-A;;uvJlU/\l g V cU V al 


1 1 jU 


Rnf^r^ ^Q\ anH Pair* ^/»n T Anaih /H^ Hiff^r 

cnicrcu yy) onu v-'Oic oci^. i^ngiii yxj) uiiicr 


/'A^ I FNnXH* 0 

\r\ ) L^CiVi \J X kX* y 


11/11 


Wrong Amino Acid Designator 


Dr/\A1aT #aii\/QlP1nP1\/I1*»T *»itPltii 

t^roAiaL^cu V aiwinoiy iiei^uoiu 


1 U.7 
1 l*f / 


VJnif^r^A /'A\ {inrl Pair* Qi^n T i^nalVi /O^ Hiffi^r 

CrniCFcu \^o^ dnu. i_^aic ocxj. L^iigiii \}J} uiiicr 




1 1 

1 1 JO 


wrong /vmino /\ciu i^csignaior 


r roAitij-Aiu V <ii\jiiivjiy 


1 lO'l- 


cniereu ^lo^ anu i^-aic. occ}. L^ngm uirier 


/'A\ T FMOTI4* \9. 
\i\ ) LfCfi^ o 1 n . 1 o 


1 1 / D 


wrong /\minu rvciu i^cbigiiaiur 


OtvTIf ValPrnPhf^Ara^rPlipTmOlnrrlnArfyl ^ii 
wiyiic ViUi rui iic/vrgocri lie i ipvJiiiwiiLrvigi^u 


11// 


wrong Amino aciq L/csignaior 


ri is Asp oeroi nri is 


I lOJ 


Pnt^r^ ortH Pair* Q^n T ^nolVi /^HN Hiff^r 

cnicrcu \io^ anu v--aic. occ|. Ltcngin uiiicr 


^A^ 1 FNiriTH* 18 


1 IVh 


wrong Ammo aciu L/esignaior 


P1\;T1 A 1 Q Prr\Ptip» A ro^*=»rPVi ^XmPI nPI r» A rcrPt n 

iwTiy lie Alar roriieArgoerriic i rpvjinv-ririrvrgvjin 


1 IQA 
1 IVO 


w rong Amino ACiu L^csignaior 


1 1 ic/\!sp i iC w 1 1 in lo 


1 0(Y) 

izuz 


cmicrcu yi-'j) anu i..^c. ocq. L^ngm ^u^ cnncr 


/A^ T FNnTH' 1 S 

\r\) L/HlNUin. YD 


1 Zl ^ 


W 1 UiiU /UliiilU /\dU LyColgllalUl 


nivTIpAlaPrnPhpArpfrlvPheTmrilnOhiArpI^ii 


191 S 
i Z 1 J 


w rung /\uiiiiu /\,du i^coigiiaiur 


H 1 c A CT* 


iZZl 


iinicrcQ vi^'J anu v-^aic. oeq, Lvcngm uiiier 


( W \ FNnTH* 1 S 
^A^ L«IZ<INOin* ID 


I ZJZ 


w rung rviiiiiiu rvciu i^coigiiaiur 


PmPhpAro^rPhpTmninOlnArpT >eiiHwA<!r)55er 


1 0'^A 
IZj'f 


wrong Amino aciu ucsignaior 


ninHic 


1 OAO 
i ZM-U 


cnicrcu v^zy diiu v^^oic occ[. i^iigin yyf} unicr 


^A^ T FNnTH* to 


1 OS 1 
IZD 1 


wrong Amino aciu uesignaior 


Q*»rPfi<^Trrkni nni n A roT i^iiHic A cn^f»rni nHiQ 

ocri lie I rpoiii\jni/\rgJLrt2unia/\opociAjiiirii& 


1 0S7 
1 ZJ / 


CinLcrcu oiiu v^dic occ[. i^iigin yJ) uiiici 


( X\ T FNnTH' 0 


I ZOo 


w rong Amino aciu L/esignaior 


ninninAroT ^^iiHic Acn^frntnHiQ 

o 1 1 iw 1 1 ir\j g i-*curi io/\op OCX \j 1 1 iri lo 


1274 


Entered (5^ and Calc Sea Lensth (0) differ 


(A) LENGTH: 5 


1285 


Wrong Amino Acid Designator 


HisAspSerGlnHis 


1291 


Entered (15) and Calc. Seq. Length (0) differ 


(A) LENGTH: 15 


1302 


Wrong Amino Acid Designator 


GlylleValProPheArgSerPheTrpGlnGlnArgLeu 


1304 


Wrong Amino Acid Designator 


His Asp 


1310 


Entered (12) and Calc. Seq. Length (0) differ 


(A) LENGTH: 12 


1321 


Wrong Amino Acid Designator 


GlylleValProPheArgSerPheTrpGlnGlnArg 


1327 


Entered (9) and Calc. Seq. Length (0) differ 


(A) LENGTH: 9 


1338 


Wrong Amino Acid Designator 


GlylleVal ProPheArgSerPheTrp 


1344 


Entered (6) and Calc. Seq. Length (0) differ 


(A) LENGTH: 6 


1355 


Wrong Amino Acid Designator 


GlylleValProPheArg 


1361 


Entered (18) and Calc. Seq. Length (0) differ 


(A) LENGTH: 18 


1372 


Wrong Amino Acid Designator 


ArgMetThrLeuValPheGlySerArgArgProAspGlu 
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L/inc 


Error 


v^rigllUU 1 CAl 




w rung /Ajiuiiu rvnu L^coigiiiiiur 


A <:nH i <:n tf*Tvrni n 
/\opn.ii9iic 1 yi vJiii 


1 JO\J 


Pntf»rp/1 ^17\ And P^lr 1 ^noth ^'0^ differ 


(X\ T FNOTH- 17 


1 J7 1 


w rong /\ininu /\ciu L^cdignaiur 


ivicL 1 iiri^u V cui iicoiyocrArgocrociAjiiii-#cu/\iap 


1 'XQ'^ 
1 jyj 


W/f/^Tlft A rv% t nn A/>-l/1 llOOl CTTlof 

W rOIlc /MIllIlU /\CiU L^ColgllalUr 


nioL^u. lyi '»-*g 


1 '^QQ 


Cinicrcu \i /) aiiu v^dic oc^. i^ngui uuicr 




1 Ai n 

1 'T 1 


w rung /vfiiinu /\ciu i^caigiktiur 


MpI Villi ^iiVjilPhprilv^frArontn^rl v«Tl*»A<sn 


\A\0 
IH-IZ 


wrong /Muino aciu L/esignaior 


l-l toll a' I 'ift* A rv 

niaiic 1 yrArg 


14 1 o 


cnicrea ana iwoic. occ]. L^cngm [kj) aiirer 


^A^ LfUlNOin. IJ 


t /too 


wrong /\inino /\ciu L/coignaior 


L«CU Y dlr llCVJiyOCrAJgAlgi rUAapvJlUAoprilollC 


1/111 


Wrong Amino Acid Ocsignntor 


T\rrf^\ n 

I yrvjin 


m-j / 


F7ritor<»d ^ 1 0\ and Qi^n 1 /»notH /(W diff*»r 

doicrcu \ aivd v^dic. occj. LA^ngiii ^u^ uiiicr 


^A^ L*JC(lNUin. iz 


1 /i /I Q 


Wrong Amino Acid Designator 


oiyoerArgArgr roASpoiUAspriisiie i yrvjin 




cnicrcu \y) dnu ^dic. occ|. L^cngui uiiicr 


^A^ I^dNOin. " 


1 /I AT 


Wrong Amino Acid Designator 


ArgrroAspoiuAspriisiie i yroin 


1 A'7'5 
14 / J 


iiniereQ yp) anu ^aic. oecj. ixngiii yy) aiiicr 


^A^ 1 PMrjTH' f\ 


1 ACA 
1404 


Wrong Amino Acid Designator 


oiUAspriisiie i yrvjin 


14VU 


mnierea anu i^aic. ocC|. ixngm [kj) uiiier 


^A^ i^oiNvjin. ij 


1 jUI 


Wrong Amino Acid Designator 


A ■rcf\Af^t'TVtvJ a} V>Vtf^(~l\\i^f^^ \ TCI Arctium A on^lii 

Aigrviei 1 nri^u vairnevjiyoerArgArgrroAspoiu 


1 ^f\"x 
1 jUj 


wrong Ammo aciu uesignaior 


Aspnis 


1 ^no 


oniereu \ i i) anu i^aic. oeq. L^ngm ^u^ uirier 


^ A ) j-fCi^ vj in. 11 




Wrong Amino Acid Designator 


AJgiviei 1 nrL/CU v air neoiy oer Arg Argr ro 


1 


CLniereu yy) anu v.-aic. ocq. L«engin uiiier 


^A^ i^LiiNoin* y 


1 / 


Wrong Amino Acid Designator 


Argiviei 1 nrLeu vairneoiyoerArg-amiae 




Pnf*=>r*»d and r*ii}n Q/^n T />notfi differ 

cniereu ^^o^ anu v-.d.ic. oclj. i^ngiii uiiier 


^A^ T PNnTH* f^ 




Wrong Amino Acid Designator 


Argiviei i nri^ii v airne-amiue 


i JO 1 


Pnt<»r*»d ^^0\ Qnd r^alr* Q#»n I ^noth /ft^ diff<»r 

CrnicFcu anu v^aic oc^. LA^ngui yj) uiiicr 


^A^ i^cLi^iuin. iz 




wrong /unino /\ciu uesignaior 


1 nrwinAspA&pi^uwin i yrnisAoni^uocrivyb 


1 J /o 


Pnt*ir*»d /Q^ and f^alr* Q/*n I *an»tfl diff#*r 

uniereQ [y) anu i^aic. acq. i-rcngin ^u^ uiiicr 


T PNinTH- Q 
^^A^ i^niNoin. y 


1 ^fiO 


wrong Ammo aciu uesignaior 


vaioinoiyiiei-^euoiuArg vai vai 


1 ^Q^ 
1 *>Vj 


Pnt^rm^ and f^n^n ^e^n T i^notVi ^fW diffp>r 

cnicFcu v^^/ onu \.^aic oeq. i^ngiii uiiicr 


fA\ T FlSimT-I* 18 


1 AHA 


Wrong Amino Acid Designator 


C^«-Pf/^\/o1TV»t*/^ln A en A cnl nT\/fl4ic A cnT 

oer" ro v ai i nnjiiiAspAspL-reuLrin i yrriisAsiiL^eu 


1 ^Oft 
I OUo 


w rung Ainmo aciu LxCbigiiaiur 


Q**!*! vcitI ni^l n A cn 


1 1 A 
1014 


cniereu \d) anu \^aic. oeq. i^ngin yj) airier 


^A^ LfdNlJirl. D 




w rung Aiiiiiiu ACIU L/Coignaiur 


ftl n A on A onl **niiln 
VJ ilLr\.oU/A.opi.^U^li 1 




iinierea \p) ana v^aic. ocq. Lxngxn [y) uiirer 


^'A^ T PMHTH- f\ 
\r\,) L/ElNw 1 n, U 


1642 


Wrone Amino Acid Designator 


ThrGl nAsp Asp LeuG 1 n 


1648 


Entered (7) and Calc. Seq. Length (0) differ 


(A) LENGTH: 7 


1659 


Wrong Amino Acid Designator 


ValThrGlnAspAspLeuGln 


1667 


Entered (8) and Calc. Seq. Length (0) differ 


(A) LENGTH: 8 


1678 


Wrong Amino Acid Designator 


Pro ValThrGl nAsp Asp LeuGIn 


1684 


Entered (9) and Calc. Seq. Length (0) differ 


(A) LENGTH: 9 


1695 


Wrong Amino Acid Designator 


SerPro ValThrGlnAspAspLeuGln 


1701 


Entered (5) and Calc. Seq. Length (0) differ 


(A) LENGTH: 5 


1712 


Wrong Amino Acid Designator 


ThrGl nAsp Asp Leu 


1719 


Entered (6) and Calc. Seq. Length (0) differ 


(A) LENGTH: 6 


1730 


Wrong Amino Acid Designator 


ValThrG 1 nAsp Asp Leu 


1736 


Entered (7) and Calc. Seq. Length (0) differ 


(A) LENGTH: 7 


1747 


Wrong Amino Acid Designator 


ProValThrGlnAspAspLeu 
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Line 


Error 


Original Text 


I /DJ 


cnicreG ^^o^ ana uaic. occ|. Lengin ^u) aiirer 


(A) LelNOlrl. o 


1 /04 


Wrong Amino Acid Designator 


oernro vai i nrorn/\sp/\spL.eu 


I / / 1 


cniereQ {y) ana L-aic. oeq. L^engm \\)) aiiier 


LeiNO 1 M, y 


1 /oZ 


Wrong Amino Acid Designator 


oeroerrro var r nrvjinAspAspLeu 


1 /OO 


iiniereo \j) ana uaic. oeq. L^engm airier 


\/^) LeiNOlrl. J 


1 Ton 

1799 


Wrong Amino Acid Designator 


Val 1 hrOlnAspAsp 




linierea (o) ana L-aic. ocq. L^engm ^u^ aitier 


LeiNO r ri . o 


1 O 1 

lolo 


Wrong Amino Acid Designator 


rro vai 1 nroinAspAsp 


1823 


entered (7) and Calc. beq. Length (0) airier 


(A) LelNo 1 H: / 


l6i4 


Wrong Amino Acid Designator 


oerrro vai i nroiriAspAsp 


1840 


entered (8) and Calc. beq. Length (0) diiier 


(A) LelNLj 1 H: o 


loj 1 


Wrong Amino Acid Designator 


oeroerrTO vai i nrvjiriASpASp 


1 OCT 

1857 


entered (9) and Calc. Sieq. Length (0) diiier 


(A) LelNO 1 H: 9 




Wrong Amino Acid Designator 


r nroeroerrro vai i nroinAsp Asp 


1875 


Entered (18) and Calc. Seq. Length (0) diiier 


(A) LeNOl H: 18 




Wrong Amino Acid Designator 


oeri^ro vai i rrrornAspAspLeuorn r yrrirsAsnLeu 


looo 


Wrong Amino Acid Designator 


oerLysLrrnLrrnAsn 


1894 


Entered (15) and Calc. Seq. Length (0) dirrer 


(A) LeINCjl H: 15 


190!) 


Wrong Amino Acid Designator 


1 riroiriAspAspL<eu\jini yrriisAsiiL-euoerLysoin 


1907 


Wrong Amino Acid Designator 


CrlnAsn 


1913 


bnlerea (iz) ana Calc. oeq. Length (U) diiier 


(A)LeiNorrl. IZ 


1925 


Wrong Amino Acid Designator 


Asp LeuGl nTy r H 1 s AsnLeuSer Ly sGlnG 1 nAsn 


1931 


C*«4amaj4 /A\ n*^A Ortl** Oaa 1 A<»n4Vt /A\ j^I^Pav 

entered (9) and Calc. oeq. Length (U) diiier 


(A) LeNO 1 H. 9 


1942 


Wrong Amino Acid Designator 


1 yrHisAsnL^uoerLysoinOlnAsn 


1 CiAQ 

1948 


entered (o) and Calc. oeq. Length (0) diiler 


(A) LeNLr r H. O 


1959 


Wrong Amino Acid Designator 


LeuoerLysOlnOlnAsn 


190j 


entered yij) ana caic. oeq. Lengin airier 


\J\) LeiNOlrl. ID 


19 /O 


Wrong Amino Acid Designator 


ocrrTO vai 1 riroiiiASpASpLeuwini yrriisAsiij-/eu 


1 mo 
19/8 


Wrong Amino Acid Designator 


SerLys 


1 QQA 


enierea ^iz) ana caic, oeq. Lengin {V) airrer 


LelNOlri. IZ 


1995 


Wrong Amino Acid Designator 


oerrro vai i nroinAspAspLeuoin i yrriisAsn 


O AA 1 

zOOl 


entered (9) and Calc. oeq. L^ength (0) dirrer 


(A) LeINU 1 H: 9 


OA 1 

2012 


Wrong Amino Acid Designator 


oerr^ro val i nroinAspAspr-^euijin 


2018 


tniered (o) ana caic. oeq. L^engm (U) airrer 


^^A^ LelNOlrl. O 


2030 


Wrong Amino Acid Designator 


oerrro v ai i nroinAsp 




FntpFpf! {](W anH Pjilr ^fvi T ^nath differ 


(A'i I FNGTH* 10 


2047 


Wrong Amino Acid Designator 


ThrSerSerProValThrGlnAspAspLeu 


2053 


Entered (18) and Calc. Seq. Length (0) differ 


(A) LENGTH: 18 


2064 


Wrong Amino Acid Designator 


ProAlaLeuValGlnGlylleLeuGluArgValValAsp 


2066 


Wrong Amino Acid Designator 


GlyProThrProHis 


2072 


Entered (5) and Calc. Seq. Length (0) differ 


(A) LENGTH: 5 


2084 


Wrong Amino Acid Designator 


LeuGluArgValVal 


2090 


Entered (6) and Calc. Seq. Length (0) differ 


(A) LENGTH: 6 


2101 


Wrong Amino Acid Designator 


lleLeuGluArgValVal 


2107 


Entered (7) and Calc. Seq. Length (0) differ 


(A) LENGTH: 7 


2118 


Wrong Amino Acid Designator 


GlylleLeuGluArgValVal 


2124 


Entered (8) and Calc. Seq. Length (0) differ 


(A) LENGTH: 8 


2136 


Wrong Amino Acid Designator 


GlnGlylleLeuGluArgValVal 
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Line 


Error 


Original Text 


zl4z 


bnlereo (y; ana uaic. oeq. Lengin (U) airier 


\P%.) LiilNialrl. y 




Wrong Amino Acid Dcsignntor 


V aioinoiy iiei^uoiu/\rg V ai V oi 


O 1 CO 

2159 


bnlerea [p) ana caic. oeq. Lengtn yj) airier 




zl /U 


Wrong Amino Acid Designator 


Tliaf ill i/711n A *T»\/ol 

iiei-£uoiu/\rg vai 


2176 


Entered (o) and Caic. oeq. Lengtn (0) dirrer 


/A\ I CM/^TLI. A 

(A) LcINCjIH: o 


2 loo 


Wrong Amino Acid Designator 


vjiy iieLxuoiuArg v ai 


2194 


bntered (/) and Calc. oeq. bengin (U) airier 


/A\ T CM/^TIJ. 1 

(A; JLiiINCj 1 H: / 


22Uj 


Wrong Amino Acid Designator 


LiinvjiyiieL*euoiuArg vai 




nniercu ^o^ onu v-.aic ocq. l<cii^ui uiiicr 


( W T RNinTH- 8 
^/A^ i-/iii^vjin. o 


2222 


Wrong Amino Acid Designator 


ValGlnGlylleLeuGluArgVal 


2228 


Entered (9) and Calc. Seq. Length (0) differ 


(A) LENGTH: 9 


2240 


Wrong Amino Acid Designator 


LeuValGlnGlylleLeuGluArgVal 


2246 


Entered (5) and Calc. Seq. Length (0) differ 


(A) LENGTH: 5 


2257 


Wrong Amino Acid Designator 


GlylleLeuGluArg 


2263 


Entered (6) and Calc. Seq. Length (0) differ 


(A) LENGTH: 6 


2274 


Wrong Amino Acid Designator 


GlnGIylleLeuGluArg 


2280 


Entered (7) and Calc. Seq. Length (0) differ 


(A) LENGTH: 7 


2292 


Wrong Amino Acid Designator 


ValGlnGlylleLeuGluArg 


2298 


Entered (8) and Calc. Seq. Length (0) differ 


(A) LENGTH: 8 


2310 


Wrong Amino Acid Designator 


LeuValGlnGlylleLeuGluArg 


2313 


Wrong Amino Acid Designator 


?? 



